
IMGVR_UViG_3300045988_049355|3300045988|Ga0495776_020872: 5,625-13,900 (+); 1-873 (+)

1 2 310 11 12 13 metallo-endopeptidase (CDS_0014)
oMTase_00015 orphan (CDS_0015)

16 17 18

IMGVR_UViG_3300045988_065721|3300045988|Ga0495776_020628: 5,517-13,774 (+); 1-706 (+)

oMTase_00015 orphan (CDS_0014)

IMGVR_UViG_3300030319_000045|3300030319|Ga0244979_102050: 5,200-11,166 (+)

12 oMTase_00015 orphan (CDS_0014)

MGV-GENOME-0044100: 763-6,277 (-)

4

IMGVR_UViG_3300029343_000114|3300029343|Ga0243725_1002809: 5,208-10,727 (+)

12

SAMN09781771_a1_ct273265_vs1: 6,155-14,355 (+); 1-728 (+)

114 17

MGV-GENOME-0044624: 2-5,496 (-)

1

uvig_377087: 5,815-11,410 (+)

16

MGV-GENOME-0063608: 88-6,924 (-)

1

MGV-GENOME-0064059: 5,805-12,668 (+)

tail protein (CDS_0015)

MGV-GENOME-0046301: 3-5,597 (-)

1

MGV-GENOME-0038898: 5,796-11,240 (+)

16

MGV-GENOME-0045545: 6,432-11,614 (+)

17

IMGVR_UViG_3300045988_036913|3300045988|Ga0495776_050557: 6,002-13,130 (+)

16

Norman_66_NODE_48_length_13471_cov_636.212135: 176-7,405 (-)

virion structural protein (CDS_0001)

IMGVR_UViG_3300045988_016684|3300045988|Ga0495776_134768: 133-7,624 (-)

pre-neck appendage protein (CDS_0001)oMTase_00015 orphan (CDS_0004)

uvig_245538: 12-7,005 (-)

1

IMGVR_UViG_3300045988_060362|3300045988|Ga0495776_141025: 5,833-12,835 (+)

15

uvig_253773: 12-7,421 (-)

1

MGV-GENOME-0073042: 6,015-13,265 (+)

15

IMGVR_UViG_3300045988_051263|3300045988|Ga0495776_050827: 203-7,337 (-)

1

uvig_247304: 5,956-13,285 (+)

16 17

IMGVR_UViG_3300045988_016562|3300045988|Ga0495776_140759: 5,657-12,704 (+)

15

IMGVR_UViG_3300045988_053523|3300045988|Ga0495776_141008: 55-7,194 (-)

1

IMGVR_UViG_3300045988_082758|3300045988|Ga0495776_050825: 5,956-13,291 (+)

oMTase_00015 orphan (CDS_0014) 17

MGV-GENOME-0072627: 41-7,501 (-)

1

IMGVR_UViG_3300045988_082523|3300045988|Ga0495776_094038: 3-7,620 (-)

12

MGV-GENOME-0063946: 5,785-12,530 (+)

16 17

MGV-GENOME-0063277: 3,301-10,116 (+)

5 6 10 11

3000 nt

connector head and packaging other tail unknown function defence (PADLOC)


