baseplate wedge subunit (CDS_0017)

tail protein (CDS_0011) baseplaﬁ)rotein (CDS_0018) RecE-like recombination exonuclease (CDS_0027)
baseplate hub (CDS_0013) basepléte wedge subunit (CDS_0019) Cl-like repressor (CDS_0037)
tail tube protein baseplate hub (CDS_0014) tail protein (CDS_0021) 25 28 30 toxin (CDS_0036)
12 | 15 16 20 | 22 23 24726 T29] 31 323334 35] | DNAbindingprotein (CDS_0038)
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MGV-GENOME-0220178:8,352-27,063 (+)

RecE-like recombination exonuclease (CDS_0025)

baseplate wedge subunit (CDS_0017)
basepme wedge subunit (CDS_0019)
| tail protein (CDS_0021)
baseplate protein (CDS_0018) 23 26 28
16 | | 20 | 22724 T277 29

L e ————————————————— I — B N I I —
MGV-GENOME-0208775:8,352-25,009 (+)
RecE-like recombination exonuclease (CDS_0023)
baseplate wedge subunit (CDS_0018)
baseplate protein (CDS_0017) 21 24 26
baseplate wedge subunit (CDS_0016) | 19 20722 T25T 27
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MGV-GENOME-0206061:8,352-24,546 (+)
baseplate wedge subunit (CDS_0019) RecE-like recombination exonuclease (CDS_0028)
baseplate wedge subunit (CDS_0021)
baseplate protein (CE_OOZO)
tail protein (CDS_0023) 26 29 31
| 22 | 24 25]27 | T30[3233

12 17 18

L ——————————— L ———————————] [ N DN N BN N —
MGV-GENOME-0216827:8,352-26,472 (+)
RecE-like recombination exonuclease (CDS_0021)
PDC-S13 WP_097300085.1 (CDS_0015) 19 22 24
tail tube protein (CDS_0010) T 17 18] 20 '] 237 anti-repressor Ant (CDS_0025)
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Han_2018_ERR1398155 NODE_263_length_28100_cov_49.868283:7,996-23,578 (+)
RecE-like recombination exonuclease (CDS_0019)
17 20 22
15 1618 T21] 23
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MGV-GENOME-0200771:7,996-22,915 (+)
RecE-like recombination exonuclease (CDS_0020)
16 18 21 23
15[ 17 ]19 [ 22 T anti-repressor Ant (CDS_0024)
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MGV-GENOME-0185576:7,996-21,010 (+)
Virulence-associated proteins (VF0679) (CDS_0027)

tail fiber assembly protein (CDS0025) PDC-513 WP_097300085.1 (CDS_0036)
oxin of TA system (CDS_0028)
17 tail protein (CDS_0022) 32 40 43 45
16 18 19 20 21 | 23 24 26 2930 31] 3334 35 37 38 3941 42 [44] 46
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IMGVR_UViG_649990021_000001|649990021]|649993627|50227-91485:8,352-36,726 (+)
Virulence-associated proteins (VF0679) (CDS_0027)
RecE-like recombination exonuclease (CDS_0037)
baseplate wedge subunit (CDS_0018) tail fiber assembly protein (CDS_ 0025)
baseplate wedge subunit (CDS_0020) " {oxinof TA system (CDS_0028)
baseplate protein (CDS_0019) endolysin (CDS_0031)
tail protein (CDS_0022) 32 35 38 40

16 17 | 217 23 24 26 2930 |[ 3334 [36 T3] 41
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ivig_2758:8,352-31,943 (+)
baseplate wedge subunit (CDS_0018) FS_HP_SDH_sah_SDH_sah (CDS_0025)
basepTa?e wedge subunit (CDS_0020) RecE-like recombination exonuclease (CDS_0029)
baseplate protein (CDS_0019) PDC-505_WP_205747975.1 (CDS_0033)
tail protein (CDS_0022) 27 30 32
16 17 | 21 23 24 26] 28 T3] 34 PDC-534_WP_209195270.1 (CDS_0036)
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uvig 66457:9,411-31,143 (+)
baseplate wedge subunit (CDS_0018) FS_HP_SDH_sah_SDH_sah (CDS_0025)
baseﬁe wedge subunit (CDS_0020) RecE-like recombination exonuclease (CDS_0029)
baseplate protein (CDS_0019) PDC-S05_WP_205747975.1 (CDS_0033)
tail protein (CDS_0022) 27 30 32
16 17 | 21 T 23 24 | 26[28 | [31]
I ¢ &8 | | | N D E— e —— N —
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MGV-GENOME-0251190:9,411-31,143 (+)
baseplate wedge subunit (CDS_0018)
baseplate wedge subunit (CDS_0020)
baseplate protein (CT S_0019) tail fiber assembly protein (CDS_0025)
tail protein (CDS_0022) anti-| repressor(CDS 0026)
| 217] 23 24 | ] 27 2829 34

16 17
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MGV-GENOME-0214825:8,352-26,033 (+)
baseplate wedge subunit (CDS_0018)
baseplate wedge subunit (CDS_0020)
baseplate protein (CDS_0019)
tail protein (CDS_0022)
| 21 7] 23 24 25

16 17

Ll T ———————————————
MGV-GENOME-0192878:8,352-23,178 (+)
baseplate wedge subunit (CDS_0018)
baseplate wedge subunit (CDS_0020)
baseplate protein (CT_OON) tail fiber assembly protein (CDS_0025)
tail protein (CDS_0022)
| 21 ] 23 24 26

16 17

e A —

MGV-GENOME-0201762:8,352-23,646 (+)

[ 10000 nt i

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— —_—

virulence (VFDB)
I




