HspX (VF0301) (CDS_0014)
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Station178_SUR_ALL_assembly_ NODE_1677_length_38925_cov_17.315590: 158-13,715 (+)
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Station76_SUR_ALL_assembly NODE_585_length_32754 cov_56.218906: 20,240-32,661 (-)
FmdB-like transcriptional regulator (CDS_0031)
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Station138_DCM_ALL_assembly_ NODE 80 Iength 40995_cov_9.555569:23,935-40,993 (-)
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Station173_DCM_ALL _assembly NODE 2161 length 37140 _cov_37.576567:3-11,930 (+)
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Station205_SUR_ALL _assembly_NODE_1051_length_30900_cov_2.543978:3-6,214 (+)
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Station52_DCM_ALL assembly NODE_610_length_20072_cov_6.035020: 16,153-20,070 (-)

FmdB-like transcriptional regulator (CDS_0002)
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Station175_ZZZ ALL assembly NODE_1707_length_ 27468 cov_31.317988:1-3,513 (+)
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Station155_DCM_ALL _assembly NODE_2443 length 28495 _cov_75.676301:2-3,285 (+)
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Station58_DCM_ALL assembly NODE_792_length_18752_cov_4.650051:16,217-18,751 (-)
31 30 RNA polymerase sigma factor (CDS_0027)

Station85_MES_COMBINED_FINAL_NODE_1718 length 23036 _cov_7.105522:18,418-23,036 (-)
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transcription regulation unknown function virulence (VFDB)




