15 16 17 tail length tape measure protein (CDS_0018) 19 20 21 22 23
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MGV-GENOME-0129489:9,073-18,143 (+)
transcriptional regulator (CDS_0021)
20 22

V-GENOME-0133651: 9,080-18,582 (+)
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MGV-GENOME-0135058: 9,103-18,735 (+)

RusA-like Holliday junction resolvase (CDS_0021)
16 20 2223 24 25
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MGV-GENOME-0137238:9,023-18,972 (+)

20 21 22

—xrxr _ _r _ 1" —]
Ma_2019_SRR413614 NODE_1113_length_17772_cov_3.068296:9,023-17,771 (+)
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MGV-GENOME-0151280: 9,108-20,661 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0025)
Paris_lI_AriA_AAA21__All_AAA21 ali (CDS_0022)
replication initiation O-like (CDS_0027)
ERCC4-type nuclease (CDS_0026)
exonuclease (CDS_Ob24) ‘ transcriptional regulator (CDS_0032)

21 23 | 282930 31 33

MGV-GENOME-0178999:9,102-24,516 (+)
holin (CDS_0024)
amidase (CDS_0025)
major tail protein (CDS_0014) 21 2223 | 26 27 28 29 30 31
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MGV-GENOME-0337602: 8,649-23,970 (+)

endolysin (CDS_0025)
21 22 23 24 26 27 28
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uvig_ 102855 8,649-23402 (+)

endolysin (CDS_0025)
21 22 23 24 26 27
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IMGVR_UViG_3300029746_000360|3300029746|Ga0245173_100387|295-38449:8,649-22,659 (+)
amidase (CDS_0025)

21 2223 24 26
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MGV-GENOME-0156799:9,102-21,390 (+)
head-tail connector protein (CDS_0013) holin (CDS_0023)
minor head protein endolysin (CDS_0024)
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MGV-GENOME-0336609:8,252-23,001 (+)

holin (CDS_0024)
21 22 23 endolysin (CDS_0025) 26 27

uvig_153118_:8,626-23,376 (+)
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IMGVR_UVIG_3300045988.096703]3300045988] Ga0A95 776155992 8.626-20.983 ()
21 22 23 24 25
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MGV-GENOME-0289095: 8,618-21,375 (+)
21
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MGV-GENOME-0217775: 8,649-18,013 (+)
21 22
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uvig_580669:8,559-17,934 (+)
minor head protein (CDS_0012)  anti-repressor Ant (CDS_0020)

17 18 19 tail length tape measure protein (CDS_0021)
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IMGVR_UViG_3300045988_139145|3300045988|Ga0495776_174525:7,904-16,465 (+) =
transcriptional repressor (CDS_0018)
anti-repressor Ant (CDS_0020)
17 ‘ 19 21 24 25 262728 Paris_II_AriA_AAA21__All_AAA21 _ali (CDS_0029)

MGV-GENOME- 0184690 7,904-19 823( )

transcriptional repressor (CDS_0018)
16 17 19 anti-repressor Ant (CDS_0020)
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uvig_247904:7,824-17,306 (+)
transcriptional repressor (CDS_0019)
aﬁepressor Ant (CDS_0021)
17 18| 20 22
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IMGVR_UViG_3300045988_054308|3300045988|Ga0495776_164195:7,241-15,767 (+)
1 18
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MGV-GENOMEH 0234992 7881 18,342 (+)
6000 nt
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis tail transcriptionregulation unknown function defence (DefenseFinder)
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anti-defence (dbAPIS)
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