
uvig_144267: 21,048-33,346 (+)

25
SoFic__SoFic (CDS_0026)

27

retron_type_VI_hth_cluster2_1 (CDS_0028)

29 30

PD-Lambda-1_WP_005960421.1 (CDS_0031)

anti-SOS response (APIS132) (CDS_0032)

33 34
35

PDC-S47_WP_148603747.1 (CDS_0036)

37 38 39 40 41
Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0042)

43 exonuclease

IMGVR_UViG_3300029820_000112|3300029820|Ga0245026_101052: 20,262-32,515 (+)

28 29 30
PD-Lambda-1_WP_005960421.1 (CDS_0031)

anti-SOS response (APIS132) (CDS_0032)

33 34 39

IMGVR_UViG_3300045988_054308|3300045988|Ga0495776_164195: 14,550-30,822 (+)

24 25 26 27 28 29 30 32
PD-Lambda-1_WP_005960421.1 (CDS_0033)

anti-SOS response (APIS132) (CDS_0034)

35 36
PDC-S47_WP_148603747.1 (CDS_0037)

exonuclease (CDS_0043)

MGV-GENOME-0289095: 14,601-33,100 (+)

19 21 24 25
SoFic__SoFic (CDS_0027)

28

retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31

PD-Lambda-1_WP_005960421.1 (CDS_0032)
anti-SOS response (APIS132) (CDS_0033)

capH (CDS_0034)
35 36 PDC-S47_WP_148603747.1 (CDS_0037)

uvig_187442: 13,420-27,370 (+)

16 17 18 19 23 24
transcriptional regulator (CDS_0025)

26 27 28

MGV-GENOME-4407897: 13,420-27,170 (+)

22 23
transcriptional regulator (CDS_0024)

25 26 27

MGV-GENOME-0326979: 19,046-29,506 (+)

26 27
transcriptional regulator (CDS_0028)

29 30 31

IMGVR_UViG_3300045988_139145|3300045988|Ga0495776_174525: 22,069-33,549 (+)

33 34

retron_type_VI_hth_cluster2_1 (CDS_0035)

36 37
transcriptional regulator (CDS_0038)

39 40 41

PDC-S47_WP_148603747.1 (CDS_0042)

48

MGV-GENOME-0336609: 15,044-33,280 (+)

21
endolysin (CDS_0024)

25 26
SoFic__SoFic (CDS_0028)

29

retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32
capH (CDS_0033)

retron_type_VI_hth_cluster2_1 (CDS_0034)
anti-repressor Ant (CDS_0035)

36

MGV-GENOME-0225305: 9,048-26,880 (+)

13 14 15 17 21
transcriptional regulator (CDS_0022)

23 24 25 26

MGV-GENOME-0234497: 10,268-28,608 (+)

22

PD-Lambda-1_WP_005960421.1 (CDS_0023)
anti-SOS response (APIS132) (CDS_0024)

capH (CDS_0025)
Retron_VI__HTH (CDS_0026)

27 28

uvig_153118_: 21,937-31,331 (+)

Kiwa__KwaA (CDS_0029)
Kiwa__KwaB (CDS_0030)

anti-SOS response (APIS132) (CDS_0031)

32 33343536

IMGVR_UViG_3300045988_096703|3300045988|Ga0495776_155992: 14,613-28,938 (+)

23 Kiwa__KwaA (CDS_0027)
Kiwa__KwaB (CDS_0028)

anti-SOS response (APIS132) (CDS_0029)

30 31323334

MGV-GENOME-0231086: 9,082-27,795 (+)

15 16 17 tail length tape measure protein (CDS_0018) 21
SoFic__SoFic (CDS_0023)

24

retron_type_VI_hth_cluster2_1 (CDS_0025)

26 27
anti-SOS response (APIS132) (CDS_0028)

29 30313233

MGV-GENOME-0234992: 9,079-27,469 (+)

17
SoFic__SoFic (CDS_0023)

24

PD-Lambda-1_WP_005960421.1 (CDS_0025)

26 27 28 29 30 31

MGV-GENOME-0217775: 9,102-25,553 (+)

endonuclease (CDS_0023)
24 25 26

27
28 PDC-S47_WP_148603747.1 (CDS_0029)

7000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


