
TemPhD_cluster_47053: 19,041-35,212 (+)

baseplate wedge subunit (CDS_0023)
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tail fiber protein (CDS_0026)
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integrase (CDS_0029)
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anti-CRISPR-Cas evasion by DNA repair (APIS109) (CDS_0033)

RecT-like ssDNA annealing protein (CDS_0034)
Gam anti-RecBCD (APIS092) (CDS_0035)

exonuclease (CDS_0036)
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Kil protein for bacterial septation inhibition (CDS_0038)
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transcriptional repressor (CDS_0043)
CII-like transcriptional activator (CDS_0044)
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TemPhD_cluster_59050: 19,953-35,817 (+)

integrase (CDS_0030)
excisionase (CDS_0031)

32 33

anti-CRISPR-Cas evasion by DNA repair (APIS109) (CDS_0034)

RecT-like ssDNA annealing protein (CDS_0035)
Gam anti-RecBCD (APIS092) (CDS_0036)
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TemPhD_cluster_34758: 19,483-36,202 (+)

30 integrase (CDS_0031)

excisionase (CDS_0032)

33 34
exonuclease (CDS_0035)

RecT-like ssDNA annealing protein (CDS_0036)
Gam anti-RecBCD (APIS092) (CDS_0037)

exonuclease VII (CDS_0038)
anti-Retron (APIS130) (CDS_0039)
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TemPhD_cluster_39705_: 18,896-35,470 (+)

tail fiber protein (CDS_0027) integrase (CDS_0029)
excisionase (CDS_0030)

31

RecT-like ssDNA annealing protein (CDS_0032)

exonuclease VII (CDS_0033)
anti-Retron (APIS130) (CDS_0034)
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TemPhD_cluster_58537: 19,234-35,895 (+)

tail fiber protein (CDS_0028) 30 integrase (CDS_0031)
excisionase (CDS_0032)

33 34 exonuclease VIII (CDS_0035)
anti-Retron (APIS130) (CDS_0036)
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transcriptional repressor (CDS_0042)

TemPhD_cluster_17436: 19,621-33,247 (+)

33 34 35

TemPhD_cluster_58597: 19,429-35,991 (+)

integrase (CDS_0031)
excisionase (CDS_0032)

33 34 35 exonuclease VIII (CDS_0036) 37

TemPhD_cluster_58392: 19,272-35,876 (+)

integrase (CDS_0032)
excisionase (CDS_0033)

34 35 36 37
anti-Retron (APIS130) (CDS_0038)

40

TemPhD_cluster_58409: 19,441-36,697 (+)

integrase (CDS_0030) 31 32

RecT-like ssDNA annealing protein (CDS_0033)

34
anti-Retron (APIS130) (CDS_0035)

36 39 40
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