
IMGVR_UViG_3300045988_173493|3300045988|Ga0495776_181783: 70,386-76,764 (+)

83
HEase_00016 homing (CDS_0084)

85 86 87 88 89 90 91 92 93 94 95 96 97 98 99 100

uvig_312243: 30,742-36,717 (+)

46 47 48 49 50 51 52 53

MGV-GENOME-0372463: 74,719-80,612 (+)

91 93 94 95 96 97 98

MGV-GENOME-0342580: 28,404-34,295 (-)

444546474849

IMGVR_UViG_3300029716_000004|3300029716|Ga0245260_1000222: 71,502-76,435 (+)

89 90 91 92

MGV-GENOME-0347870: 37,646-42,302 (-)

51525354

MGV-GENOME-0337523: 28,222-32,878 (-)

444546

MGV-GENOME-0372950: 77,788-82,906 (+)

95 96 97

uvig_10060: 13,382-18,223 (-)

232425

SAMN11893757_a1_ct1759: 73,019-77,952 (+)

89 90 91

uvig_20030: 28,336-33,760 (-)

4445
drt-cluster579 DRT (CDS_0046)

4748

MGV-GENOME-0338644: 30,740-36,164 (+)

46 47
drt-cluster579 DRT (CDS_0048)

49 50

uvig_181388: 36,226-41,118 (+)

51 52 53 54

MGV-GENOME-0337877: 28,290-33,182 (-)

44454647

MGV-GENOME-0370522: 64,574-69,743 (+)

79 80 81 82

MGV-GENOME-0338307: 30,692-35,902 (+)

46 47 48 49 50

MGV-GENOME-0338962: 27,698-32,880 (-)

4344454647

uvig_135436: 28,131-33,348 (-)

45464748

MGV-GENOME-0338484: 29,557-35,827 (+)

46
drt-cluster579 DRT (CDS_0047)

48 49 50 51

uvig_99602: 27,638-33,041 (-)

4243444546

uvig_414447: 71,241-76,901 (+)

88 89
drt-cluster579 DRT (CDS_0090)

91 92

uvig_593838: 71,377-76,097 (+)

86 88 89 90 91 92

MGV-GENOME-0338809: 30,691-36,530 (+)

47 48
drt-cluster579 DRT (CDS_0049)

50 51 52

MGV-GENOME-0331474: 18,801-24,640 (-)

303132
drt-cluster579 DRT (CDS_0033)

3435

MGV-GENOME-0338133: 30,641-36,213 (+)

46 47
drt-cluster579 DRT (CDS_0048)

49 50

MGV-GENOME-0349322: 27,846-33,418 (-)

4445
drt-cluster579 DRT (CDS_0046)

4748

MGV-GENOME-0369324: 42,346-48,194 (+)

52 53
drt-cluster579 DRT (CDS_0054)

55 56

MGV-GENOME-0363937: 46,329-51,901 (+)

62 63
drt-cluster579 DRT (CDS_0064)

65

MGV-GENOME-0338837: 30,430-36,465 (+)

47 48
drt-cluster579 DRT (CDS_0049)

50 51

MGV-GENOME-0336008: 28,653-34,688 (-)

4445
drt-cluster579 DRT (CDS_0046)

4748

MGV-GENOME-0342494: 28,796-35,620 (-)

474849
drt-cluster579 DRT (CDS_0050)

5152

MGV-GENOME-0338402: 27,892-32,942 (-)

4445464748

MGV-GENOME-0338559: 31,498-36,548 (+)

47 48 49 50 51

IMGVR_UViG_3300045988_166035|3300045988|Ga0495776_141087: 61,756-67,057 (+)

77 78 79 80 81

MGV-GENOME-0337746: 30,746-35,767 (+)

46 47 48 49 50

MGV-GENOME-0339662: 32,256-37,228 (+)

49 50 51 52 53

MGV-GENOME-0343284: 28,010-32,982 (-)

4344454647

MGV-GENOME-0365582: 53,164-58,413 (+)

69 70 71 72 73

uvig_209151: 14,238-19,353 (-)

242526272830

MGV-GENOME-0347833: 34,189-39,628 (+)

51 52 53 54 55 56

uvig_206306: 32,585-38,439 (+)

50 51 52 53 54 55 56

MGV-GENOME-0333326: 28,363-34,217 (-)

44454647484950

MGV-GENOME-0370734: 64,735-70,866 (+)

80 81 82 83 84 85 86

MGV-GENOME-0347560: 27,593-33,748 (+)

41 42 43 44 45 46 47 48

MGV-GENOME-0371983: 71,401-77,448 (+)

88 89 90 91 92 93

uvig_179795: 28,489-34,259 (-)

444546474849

MGV-GENOME-0339320: 27,956-33,617 (-)

444546474849

MGV-GENOME-0335177: 33,225-39,004 (+)

49 50 51 52 53 54

uvig_411718: 28,046-34,195 (-)

44454647484950

IMGVR_UViG_3300045988_163869|3300045988|Ga0495776_140605: 71,397-77,292 (+)

88 89 90 91 92 93 94

uvig_179210: 37,600-43,218 (+)

56 57 58 59 60 61 62

uvig_248446: 31,308-36,601 (+)

47 48 49 50 51 52

MGV-GENOME-0372708: 68,860-75,835 (+)

87 88 89 90 91 92 93 94 99

uvig_43792: 17,629-23,862 (-)

272829303132

uvig_406692: 37,706-44,361 (-)

505152535455565758

MGV-GENOME-0347589: 28,025-34,912 (-)

454647484950
drt-cluster579 DRT (CDS_0051)

52

MGV-GENOME-0337798: 23,547-30,182 (-)

373839404142
drt-cluster579 DRT (CDS_0043)

44

MGV-GENOME-0372653: 62,268-70,061 (+)

71 77
drt-cluster579 DRT (CDS_0078)

79 80 81 82 83 84

Han_2018_ERR1398228_NODE_24_length_122173_cov_9.959703: 74,758-81,816 (+)

92
drt-cluster579 DRT (CDS_0093)

94 95 96 97 98 99

MGV-GENOME-0339344: 25,974-33,102 (-)

414243444546
drt-cluster579 DRT (CDS_0047)

48

MGV-GENOME-0352122: 26,595-33,202 (-)

41424344
drt-cluster579 DRT (CDS_0045)

46

MGV-GENOME-0335540: 32,132-38,739 (+)

46
drt-cluster579 DRT (CDS_0047)

48 49 50 51

MGV-GENOME-0348013: 28,366-34,788 (-)

45464748
drt-cluster579 DRT (CDS_0049)

50

MGV-GENOME-0366367: 71,431-78,186 (+)

87 88
drt-cluster579 DRT (CDS_0089)

90 91 92 93 94

uvig_497099: 28,017-34,495 (-)

4445464748
drt-cluster579 DRT (CDS_0049)

5051

MGV-GENOME-0350362: 37,215-43,083 (-)

525354
drt-cluster579 DRT (CDS_0055)

5657

MGV-GENOME-0340029: 28,195-33,294 (-)

44
drt-cluster579 DRT (CDS_0045)

4647

uvig_73289: 39,454-44,553 (+)

55 56
drt-cluster579 DRT (CDS_0057)

58

MGV-GENOME-0376317: 73,007-78,383 (+)

93 94
drt-cluster579 DRT (CDS_0095)

96

uvig_306582: 27,980-33,396 (-)

4546
drt-cluster579 DRT (CDS_0047)

4849

MGV-GENOME-0340421: 27,468-32,885 (+)

43 44
drt-cluster579 DRT (CDS_0045)

46 47

MGV-GENOME-0371933: 71,507-77,201 (+)

88 89
drt-cluster579 DRT (CDS_0090)

91 92

MGV-GENOME-0370437: 64,529-70,290 (+)

79 80
drt-cluster579 DRT (CDS_0081)

82

MGV-GENOME-0337498: 30,703-36,187 (+)

46 47
drt-cluster579 DRT (CDS_0048)

49

MGV-GENOME-0342049: 28,304-33,377 (-)

44
drt-cluster579 DRT (CDS_0045)

4647

MGV-GENOME-0360265: 50,711-56,295 (+)

56 60 61
drt-cluster579 DRT (CDS_0062)

63

IMGVR_UViG_3300029447_000002|3300029447|Ga0243899_1000111: 74,160-79,093 (+)

89 90 91 92

uvig_457412: 44,758-49,414 (-)

61626364

uvig_46178: 71,413-76,375 (+)

88 89 90 91

MGV-GENOME-0344503: 28,051-33,025 (-)

4445464748

IMGVR_UViG_3300045988_171189|3300045988|Ga0495776_187008: 72,101-78,383 (+)

91 92 93 94
drt-cluster579 DRT (CDS_0095)

96

MGV-GENOME-0338690: 27,650-33,537 (-)

4344
drt-cluster579 DRT (CDS_0045)

4647

MGV-GENOME-0338400: 30,570-36,457 (+)

46
drt-cluster579 DRT (CDS_0047)

48 49

uvig_201577: 30,140-35,980 (-)

464748
drt-cluster579 DRT (CDS_0049)

505152

MGV-GENOME-0347237: 30,694-36,534 (+)

46 47 48
drt-cluster579 DRT (CDS_0049)

50 51 52

MGV-GENOME-0338993: 28,064-33,528 (-)

444546
drt-cluster579 DRT (CDS_0047)

4849

MGV-GENOME-0352032: 28,031-33,495 (+)

44 45
drt-cluster579 DRT (CDS_0046)

47 48 49

MGV-GENOME-0358267: 71,402-77,519 (+)

88 89 90
drt-cluster579 DRT (CDS_0091)

92 93 94

uvig_30618: 64,081-69,930 (+)

79 80 81
drt-cluster579 DRT (CDS_0082)

83 84

MGV-GENOME-0338762: 27,930-33,502 (-)

4243
drt-cluster579 DRT (CDS_0044)

454647

uvig_162707: 40,953-46,427 (+)

49 50
drt-cluster579 DRT (CDS_0051)

52 53

MGV-GENOME-0373608: 80,309-86,159 (+)

100 101 102
drt-cluster579 DRT (CDS_0103)

104

MGV-GENOME-0370138: 71,405-77,521 (+)

87 89 90 91
drt-cluster579 DRT (CDS_0092)

93 94 95

uvig_567817: 71,403-76,701 (+)

88 89 90 91 92 93

uvig_204235: 38,042-43,065 (+)

55 56 57 58 59

MGV-GENOME-0352894: 45,143-50,550 (-)

59616263646566

MGV-GENOME-0342788: 27,777-32,439 (-)

4445464748

IMGVR_UViG_3300045988_167154|3300045988|Ga0495776_007787: 71,522-78,164 (+)

89 90
drt-cluster579 DRT (CDS_0091)

92 93 94 95 96 101

MGV-GENOME-0338607: 28,104-34,469 (+)

45 46
drt-cluster579 DRT (CDS_0047)

48 49 50 51 52

IMGVR_UViG_3300045988_164928|3300045988|Ga0495776_141230: 62,310-68,952 (+)

78
drt-cluster579 DRT (CDS_0079)

80 81 82 83 84

uvig_68142: 27,187-33,552 (-)

4243444546
drt-cluster579 DRT (CDS_0047)

48

uvig_118026: 47,213-53,630 (-)

62636465666768

MGV-GENOME-0338260: 30,745-37,162 (+)

46 47 48 49 50 51 52

uvig_592719: 27,218-33,012 (-)

42434445464748

uvig_184741: 27,179-33,337 (-)

4243444546474849

uvig_180716: 30,059-36,217 (+)

45 46 47 48 49 50 51 52

MGV-GENOME-0371814: 71,385-77,820 (+)

88 89 90 91 92 93 94 95

MGV-GENOME-0336408: 27,013-33,447 (-)

4243444546474849

MGV-GENOME-0338576: 30,692-37,291 (+)

46 47 48 49 50 51 52 53

uvig_535665: 8,744-14,695 (-)

192021222324

MGV-GENOME-0370672: 64,903-71,856 (+)

79 80
drt-cluster579 DRT (CDS_0081)

82 83 84 85 86

MGV-GENOME-0338662: 27,030-33,706 (-)

4243444546
drt-cluster579 DRT (CDS_0047)

4849

MGV-GENOME-0370159: 61,655-69,203 (+)

76 77 78 79
drt-cluster579 DRT (CDS_0080)

81 82 83 84 85

uvig_101531: 27,106-33,922 (-)

42434445464748

MGV-GENOME-0372153: 72,457-80,405 (+)

91 92 93 94 95 96 97 98 99 100

uvig_405078: 26,585-33,627 (-)

41424344454647484950

MGV-GENOME-0371801: 71,637-77,861 (+)

88 89 90 91 94

MGV-GENOME-0371554: 70,463-77,621 (+)

83 88 89 90 91

MGV-GENOME-0372893: 69,734-75,729 (+)

88 89 90 91 95

MGV-GENOME-0372008: 70,496-74,044 (+)

85

MGV-GENOME-0360954: 70,516-75,158 (+)

87

MGV-GENOME-0370074: 68,142-72,773 (+)

84

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


