
MGV-GENOME-0339298: 59,952-64,989 (+)

methyltransferase (CDS_0091)
92 93 94 95 retron_type_VI_hth_cluster2_1 (CDS_0096)

MGV-GENOME-0338383: 59,472-64,309 (+)

95

MGV-GENOME-0347589: 60,607-65,738 (+)

AbiD (CDS_0097)

uvig_248446: 2-5,343 (-)

1

MGV-GENOME-0341828: 62,295-67,315 (+)

98

MGV-GENOME-0335540: 67-6,436 (-)

DarB-like antirestriction (CDS_0001)

uvig_180716: 50-4,964 (-)

1

MGV-GENOME-0338762: 59,474-64,554 (+)

93

MGV-GENOME-0338962: 58,362-64,358 (+)

Shedu__SduA (CDS_0093)

MGV-GENOME-0338533: 2-4,837 (-)

1

uvig_135436: 59,040-64,285 (+)

94

MGV-GENOME-0338559: 1-5,526 (-)

1

uvig_86169: 59,584-65,008 (+)

94

MGV-GENOME-0338690: 59,231-64,525 (+)

94

MGV-GENOME-0338402: 58,914-64,322 (+)

94

MGV-GENOME-0338993: 59,496-64,757 (+)

95

MGV-GENOME-0345318: 69-6,214 (-)

1

MGV-GENOME-0338759: 35-5,224 (-)

1

MGV-GENOME-0335272: 3-5,271 (-)

12

uvig_592719: 58,988-64,422 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0094)
95

MGV-GENOME-0339344: 58,797-64,887 (+)

RM_Type_II__Type_II_MTases_FAM_7 (CDS_0093)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0094)

MGV-GENOME-0339807: 1-5,830 (-)

12

uvig_68142: 59,524-65,230 (+)

94 95

uvig_195600: 59,412-65,031 (+)

94 SspB_00009 SspB (CDS_0095)

MGV-GENOME-0340300: 3-5,808 (-)

12

uvig_497099: 60,466-67,461 (+)

97 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0098)

uvig_42847: 3-7,025 (-)

MecI_of_mecC-NCBIFAM mecC-type methicillin resistance repressor MecI (NF000244.1) (CDS_0001)
transposase (CDS_0002)

3

MGV-GENOME-0340432: 279-6,645 (-)

transposase (CDS_0001)2

uvig_202326: 2-5,416 (-)

1
tRNA-Leu(CAA)

2

uvig_20030: 59,728-65,281 (+)

9495
96

uvig_399523: 59,336-67,257 (+)

91 93 94 95

MGV-GENOME-0341771: 59,336-64,829 (+)

93

uvig_492526: 43,396-50,222 (+)

AbiLi-1 AbiLi (CDS_0069) 70 71

MGV-GENOME-0335177: 3-7,256 (-)

integrase (CDS_0001)
integrase (CDS_0002)

3

MGV-GENOME-0337798: 56,153-63,673 (+)

90 91 methyltransferase (CDS_0092)

MGV-GENOME-0340029: 59,266-65,580 (+)

93 94 95

MGV-GENOME-0342049: 59,345-66,826 (+)

93 94 95

MGV-GENOME-0339662: 3-6,285 (-)

123

uvig_206306: 3-6,611 (-)

123

MGV-GENOME-0342494: 61,313-67,806 (+)

98
Sigma M (VF0822) (CDS_0099)

100

MGV-GENOME-0352561: 1-9,260 (-)

1
portal protein (CDS_0002)

34

uvig_206947: 1-9,462 (-)

1
portal protein (CDS_0002)

34

MGV-GENOME-0352733: 1-8,864 (-)

1
portal protein (CDS_0002)

34

MGV-GENOME-0331474: 50,609-59,862 (+)

82 83 84 85

MGV-GENOME-0341456: 59,197-66,948 (+)

93 94 95 96

MGV-GENOME-0347870: 68,273-74,462 (+)

100
101

102
103

uvig_181388: 618-10,256 (-)

12345

MGV-GENOME-0347833: 14-8,221 (-)

12345

uvig_380558: 59,511-66,991 (+)

959697 98 99

MGV-GENOME-0350362: 69,054-77,496 (+)

103 104
105

106 107

uvig_129685: 2-11,595 (-)

123
LisR/LisK (VF0792) (CDS_0004)

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0005)

6

MGV-GENOME-0343045: 78-9,091 (-)

12
tail protein (CDS_0003)

456

MGV-GENOME-0344003: 479-9,500 (-)

12345transposase (CDS_0007)

uvig_184741: 59,308-68,966 (+)

95 96 97 98 99 100

uvig_175723: 3-10,890 (-)

12345
Exopolysaccharide (VF0755) (CDS_0006)

7

MGV-GENOME-0354280: 63,957-74,477 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0091)

92 93 9495
integrase (CDS_0096)

97

MGV-GENOME-0338484: 26-4,648 (-)

267

MGV-GENOME-0338837: 47-5,030 (-)

2

uvig_406692: 69,766-73,976 (+)

104

uvig_411718: 59,873-69,362 (+)

96 97 98
Polysaccharide capsule (VF0659) (CDS_0099)

100

MGV-GENOME-0336408: 58,855-62,769 (+)

95

MGV-GENOME-0337741: 1-3,834 (-)

1

MGV-GENOME-0337568: 3-4,340 (-)

1

uvig_199656: 2-19,460 (-)

1
DNA invertase (CDS_0002)

3

MazF-like growth inhibitor (CDS_0004)

56
capH (CDS_0007)

metallo-protease (CDS_0008)
PDC-S02_WP_011937941.1 (CDS_0009)

10
ABC transporter (VF0818) (CDS_0011)

121314

uvig_209151: 45,048-52,598 (+)

PDC-S02_WP_011937941.1 (CDS_0074) 75
capH (CDS_0076)

DNA polymerase (CDS_0077)

uvig_303784: 58,941-71,451 (+)

PDC-S02_WP_226889553.1 (CDS_0096)
97 98 99

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0100)

101 102
103

uvig_204235: 1-12,074 (-)

1234

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0005)

DruM2_00004 DNA (CDS_0006)
REase_II_00129 Type (CDS_0007)

NEase_II_00006 Type (CDS_0008)

Menshen__NsnA (CDS_0009)

uvig_439334: 191-15,346 (-)

1234

ABC-type heme transporter (VF0739) (CDS_0005)

67
transcriptional regulator (CDS_0008)

DarB-like antirestriction (CDS_0009)

uvig_73289: 161-13,482 (-)

MecI_of_mecC-NCBIFAM mecC-type methicillin resistance repressor MecI (NF000244.1) (CDS_0001)234

transcriptional regulator (CDS_0005)

67
ABC transporter (CDS_0008)

9

uvig_253870: 3-10,658 (-)

12345
Sigma L (VF0855) (CDS_0006)

789

MGV-GENOME-0348013: 60,480-69,790 (+)

95 96 97 98 99
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0100)

101 102 103

uvig_306582: 59,368-69,810 (+)

9697
endolysin (CDS_0098)

99

100
101

102
103

104

MGV-GENOME-0344503: 59,015-70,186 (+)

9596 97 98
99

100

RT_III-AM_III-B_2 (CDS_0101)
102

103

uvig_201577: 61,931-73,563 (+)

9899

endolysin (CDS_0100)

101
102

103
104

105 106 107

uvig_179210: 1-11,632 (-)

1234567
endolysin (CDS_0008)

910

uvig_219133: 1-10,009 (-)

1234
endolysin (CDS_0005)

67

uvig_179795: 60,228-75,190 (+)

9596
endolysin (CDS_0097)

98
99

100

RT_III-AM_III-B_2 (CDS_0101)
102

103 104 105
tail assembly protein (CDS_0106)

107

uvig_193245: 3-14,984 (-)

12
LigA (VF1220) (CDS_0003)
4567

transcriptional repressor (CDS_0008)

9
integrase (CDS_0010)

uvig_571144: 60,607-77,266 (+)

AbiD (CDS_0097)
98 99 100 101 102 103 104

MutT/NUDIX hydrolase (CDS_0105)
106 107

MGV-GENOME-0352122: 58,898-80,155 (+)

shah_acc_0193 poss. (CDS_0091)
drt-cluster485 DRT (CDS_0092)

RM_Type_II__Type_II_REase06 (CDS_0093)
PDC-S01_WP_076465573.1 (CDS_0094)

PDC-S57_WP_160334625.1 (CDS_0095)

96 97 98
RM_Type_II__Type_II_MTases_FAM_6 (CDS_0099)

100 101

MGV-GENOME-0360265: 1-24,732 (-)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

34

major head protein (CDS_0005)

67
internal virion protein (CDS_0008)

91011DarB-like antirestriction (CDS_0012)

MGV-GENOME-0369105: 1-29,703 (-)

1
portal protein (CDS_0002)

34567891011121314151617tail length tape measure protein (CDS_0018)

minor tail protein (CDS_0019)

20
21

22

2324

MGV-GENOME-4434792: 1-29,686 (-)

1
portal protein (CDS_0002)

34567891011121314
Holliday junction resolvase (CDS_0015)

1617tail length tape measure protein (CDS_0018)

minor tail protein (CDS_0019)
20

212223

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA tmRNA


