transcriptional regulator (CDS_0022)
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MGV-GENOME-0228000: 16,546-29,803 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0038)
36
29 30 31 3233 34 35[37 39 40 anti-repressor (CDS_0041)
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MGV-GENOME-0255316:18,233-35,359 (+)
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MGV-GENOME-0234056:26,081-30,708 (+)
PDC-M69A_ WP_216276383.1 (CDS_0030) trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0047)
33 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_l (CDS_0040) HNH endonuclease (CDS_0053)
tail fiber protein (CDS_0027) 28 29 | 3132] 34 35 3637 38 39 4142 434445 46 | 4849 54
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MGV-GENOME-0265785: 18,058-38,817 (+)
PDC-M69A WP_216276383.1 (CDS_0034)
anti-repressor Ant (CDS_0039)
37 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_ll (CDS_0044)
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MGV-GENOME-0252500: 19,544-36,441 (+)
PDC-M69A WP_216276383.1 (CDS_0031)
34 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_ll (CDS_0041)
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MGV-GENOME-0251000: 17,990-36,183 (+)
PDC-M69A WP_216276383.1 (CDS_0031)
34 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_II (CDS_0041)
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32 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0039)
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MGV-GENOME-0255485:18,054-37,212 (+)
PDC-M69A WP_216276383.1 (CDS_0032)
35 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_ll (CDS_0042)
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MGV-GENOME-0254019: 18,801-36,707 (+)
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Lamassu-Fam__LmuB_SMC_Cap4_nuclease_ll (CDS_0037)
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MGV-GENOME-0245742: 18,244-35,342 (+)
PDC-M69A WP_216276383.1 (CDS_0028)
31 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0038)
26 27 | 2930] 32 33 3435 36 37 39 40
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uvig_45162:16,561-35,010 (+)
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uvig 424139:16,679-33,462 (+)

PDC-M69A WP_216276383.1 (CDS_0036)

38 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0045)

34 35 | 37[39 40 4142 43 44 46 47 48 49 anti-repressor (CDS_0050)

|ﬁ
|

L NN N N SR R S E— N I e eom anm LI )
MGV-GENOME-0266352: 19,202-38,658 (+)
PDC-M69A WP_216276383.1 (CDS_0036)
38 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0045)
34 35 3739 40 4142 43 44 46 47 48 anti-repressor (CDS_0049)
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MGV-GENOME-0265596:19,202-38,525 (+)
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