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MGV-GENOME-0162443:8,566-22,146 (+)
Lar-like restriction alleviation protein (CDS_0026)
DNA methyltransferase (CDS_0030)
MTase_I1_00110 Type (CDS_0029)
19 20 21 22 232425 | 2728 | 32 34
| I I B . . ——

MGV-GENOME-0169711:8,564-23,155 (+)
Lar-like restriction alleviation protein (CDS_0026)
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MGV-GENOME-0169347:8,564-23,104 (+)

Lar-like restriction alleviation protein (CDS_0026)
RM_Type_ll_Type_lI_MTases_FAM_2 (CDS_0029)
DNA methyltransferase (CDS_0031)
19 20 21 22 232425 | 2728 30 [

MGV-GENOME-0169954:8,564-23,192 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0026)
DNA methyltransferase (CDS_0028)
19 202122 232425 27
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MGV-GENOME-0160046:8,548-21,160 (+)
Lar-like restriction alleviation protein (CDS_0021)
RM_Type_II__Type_ll_MTases FAM_2 (CDS_0024)
‘ DNA methyltransferase (CDS_0026)
20 | 2223

19 \ 25 nucleoside 2-deoxyribosyltransferase (CDS_0029)
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MGV-GENOME-0157250: 8,564-20,787 (+)
DNA methyltransferase (CDS_0021)
19 20
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MGV-GENOME-0144180:8,568-19,766 (+)
MTase_lI_00110 Type (CDS_0020)
19 DNA methyltransferase (CDS_0021)
[ [ ;9 [ §;§B }§ ] —
MGV-GENOME-0149606:8,549-20,441 (+)
19 20 DNA methyltransferase (CDS_0021)
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MGV-GENOME-0145468:8,565-19,919 (+)
RM_Type_ll_Type_ll_MTases FAM_2 (CDS_0022)
DNA methyltransferase (CDS_0024)
HNH endonuclease (CDS_0021)
19 20 | 23|
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MGV-GENOME-0154923:8,568-21,139 (+)
icity0040 RT (CDS_0022)
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MGV-GENOME-0151919:8,564-20,744 (+)
19 20 21 23
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MGV-GENOME-0141284:8,551-19,429 (+)
Retron__RT _Tot_10 (CDS_0022) endolysin (CDS_0028)  DNA methyltransferase (CDS_0030)
19 20 21 2324 25 26 27 29
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MGV-GENOME-0182036: 8,549-24,982 (+)
19 20 21 24 25
| e e ——————— ;] N N — —
MGV-GENOME-0142367:8,621-19,558 (+)
19 2021 22
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MGV-GENOME-0130613:8,706-18,256 (+)
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DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC)
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