
IMGVR_UViG_3300029407_000232|3300029407|Ga0243764_100064|104548-150887: 22,914-41,452 (+)

28 29 30 31 32
tRNA-Met(CAT)

33

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)

35
Sigma L (VF0855) (CDS_0036)

3738 39 40

transcriptional regulator (CDS_0041)

42
43

44 45 46 47 48 49 50 51

IMGVR_UViG_3300029774_000293|3300029774|Ga0243768_100131|83759-128148: 22,914-39,502 (+)

33

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)

35
36 37

transcriptional regulator (CDS_0038)

39
40

41 42

IMGVR_UViG_3300029881_000017|3300029881|Ga0245307_1000818: 24,309-40,323 (+)

34 35 36

transcriptional regulator (CDS_0037)

38
39

40 41 45 47

IMGVR_UViG_3300045988_181150|3300045988|Ga0495776_098660: 24,233-41,345 (+)

34
35 36

37
38

transcriptional regulator (CDS_0039)

40
41

42 43 44 45

IMGVR_UViG_3300045988_180671|3300045988|Ga0495776_097794: 23,792-40,931 (+)

33 34
35

36

transcriptional regulator (CDS_0037)

38
39

40 41 42 43

IMGVR_UViG_3300045988_177441|3300045988|Ga0495776_094968: 22,224-38,214 (+)

30 31 32

transcriptional regulator (CDS_0033)

34
MTase_II_00074 Type (CDS_0035)

36 37 38

SAMN06164897_a1_ct7437: 22,224-38,290 (+)

30 31 32

transcriptional regulator (CDS_0033)

34
MTase_II_00074 Type (CDS_0035)

36 37 38

IMGVR_UViG_3300029462_000145|3300029462|Ga0244093_100250|9392-51581: 22,669-37,302 (+)

33
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)

35

MGV-GENOME-0274806: 22,565-36,304 (+)

31
32

33

IMGVR_UViG_3300045988_178693|3300045988|Ga0495776_132870: 24,061-39,671 (+)

32 33 34 35
transcriptional regulator (CDS_0036)

3738 39 40 44

MGV-GENOME-0291226: 24,061-39,671 (+)

32 33 34 35
transcriptional regulator (CDS_0036)

3738 39 40

SRS048060_a1_ct11114_vs1: 23,700-41,495 (+)

33 34 35 36
transcriptional regulator (CDS_0037)

38 39 40 41

IMGVR_UViG_3300029582_000374|3300029582|Ga0245118_100464|115-48445: 26,045-43,443 (+)

33 35 39

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)

41
42 43

transcriptional regulator (CDS_0044)
anti-repressor Ant (CDS_0045)

46

MGV-GENOME-0253905: 22,653-34,541 (+)

33 38

7000 nt

lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) virulence (VFDB) tRNA


