
MGV-GENOME-0314332: 32,064-49,700 (+)

baseplate wedge subunit
29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46

endolysin (CDS_0047)
protease (CDS_0048)

MGV-GENOME-0309767: 30,619-48,006 (+)

31 32 33 34 35 36 37 38 39 40

MGV-GENOME-0309730: 31,142-47,700 (+)

33 34 35 36
37

38 39 40 41 42

MGV-GENOME-0317094: 31,005-50,928 (+)

33 34 35 36 37 38 39
40

4142 43 44
45

46 47 48 49

MGV-GENOME-0312012: 32,018-48,758 (+)

34 35 36 37
38

39 40 41 42 43 44 45 46

uvig_214245: 29,306-44,248 (+)

baseplate wedge subunit (CDS_0027) 32 33 34 35 36 37 38 39

MGV-GENOME-0295629: 30,696-43,685 (+)

33 34 35 36 37 38

MGV-GENOME-0298605: 30,058-44,349 (+)

33 34 35 36 37 38

MGV-GENOME-0287417: 29,714-41,568 (+)

33
34

35 36 37

MGV-GENOME-0286649: 29,260-41,616 (+)

32 33 34 35 36

MGV-GENOME-0317032: 30,342-41,857 (+)

33 34 35 36

MGV-GENOME-0286987: 30,384-41,685 (+)

34 35

MGV-GENOME-0305259: 31,235-46,451 (+)

34 35 36 37 38 39 40 41 42

uvig_217162: 29,514-46,496 (+)

33 34 35 36 37 38 39 40 41 42

MGV-GENOME-0310362: 29,854-48,212 (+)

33 34 35

36
37

38 39 40 41 42 43 44 45 46

MGV-GENOME-0292237: 30,304-42,669 (+)

34 35 36 37

uvig_94294: 31,659-49,065 (+)

35
36

37 38 39 40 41 42 43 44 45 46 47

MGV-GENOME-0302318: 31,659-45,486 (+)

35
36

37 38 39 40 41 42

MGV-GENOME-0306067: 30,593-46,433 (+)

31
32

33 34 35 36 37 38 39 40

MGV-GENOME-0308004: 32,040-44,817 (+)

34 35 36 37 38 39

MGV-GENOME-0302524: 31,972-45,536 (+)

35 36 37 38 39

uvig_18829: 31,840-46,813 (+)

36
37

DNA primase (CDS_0038)

39 40
41

42 43 44 45

MGV-GENOME-0299302: 31,083-44,597 (+)

33
34

35 36 37 38 39 40

MGV-GENOME-0309727: 31,315-47,927 (+)

32
33

HNH endonuclease (CDS_0034)

35 36 37 38 39

MGV-GENOME-0302043: 30,626-45,394 (+)

32
33

34 35
36

37
38

39 40 41 42 43

MGV-GENOME-0293278: 30,623-43,152 (+)

32
33

34 35 36 37

MGV-GENOME-0306347: 31,840-42,848 (+)

36
37

38 43

MGV-GENOME-0293940: 30,926-43,237 (+)

33
34

35 36 37

MGV-GENOME-0301098: 32,031-44,812 (+)

35 36 37
38

39 40

uvig_79132: 31,315-44,030 (+)

32
33

34 35 36 37

MGV-GENOME-0297294: 31,315-44,030 (+)

32
33

HNH endonuclease (CDS_0034)

35 36 37

MGV-GENOME-0291848: 30,772-42,806 (+)

3334 35 36 37

MGV-GENOME-0295881: 30,385-41,970 (+)

31 32 33 34

MGV-GENOME-0295841: 32,273-43,489 (+)

353637 38

MGV-GENOME-0301928: 32,052-42,982 (+)

34 35

MGV-GENOME-0301224: 31,995-43,761 (+)

35
36

37 38

MGV-GENOME-0291586: 32,080-42,809 (+)

35 36 37

MGV-GENOME-0299198: 32,037-42,157 (+)

34 35

MGV-GENOME-0292218: 32,019-42,938 (+)

34 35

MGV-GENOME-0299411: 32,037-42,225 (+)

34 35

MGV-GENOME-0300270: 31,255-42,768 (+)

33
HNH endonuclease (CDS_0034)

35 3637

uvig_101383: 31,042-44,015 (+)

33
HNH endonuclease (CDS_0034)

35 36 37

uvig_79271: 30,291-42,554 (+)

34 35 36

MGV-GENOME-0307529: 32,060-46,943 (+)

3536
37

38 39 40 41 42

uvig_48765: 30,579-43,140 (+)

HNH endonuclease (CDS_0032) 33 34 35
HNH endonuclease (CDS_0036)

37

MGV-GENOME-0319524: 31,616-52,044 (+)

33 34 35 36 37 38 39 40 41 42 43 44 45 46

MGV-GENOME-0325126: 31,261-54,839 (+)

33 34 35
36

37 38
39

40 41 42
43

44 45 46 47 48 49 50 51
52

53 54 55 56 57 58

uvig_3895: 29,142-48,195 (+)

27 32 33
34

35 36 37 38 39 40

41
42

43 44 45 46 47 48 49 50

MGV-GENOME-0315930: 31,523-50,405 (+)

35
36

37 38 39 40 41 42

43
44

45 46 47 48 49 50 51

MGV-GENOME-0311135: 30,280-49,230 (+)

34 35 36 37 38 39
40

41 42 43 44 45 protease (CDS_0050)
HNH endonuclease (CDS_0051)

uvig_105058: 31,693-51,056 (+)

34
35

36 37 38 39 40 41

42
43

44 45 46 47 48 49

MGV-GENOME-0323057: 31,310-51,208 (+)

33 34 3536 37 38 39 40 41

42
43

44 45 46 47 48 49

MGV-GENOME-0316876: 32,019-50,883 (+)

34 35 36 37 38

39
40

41
42

43 44 45 46 47 48 49

MGV-GENOME-0314234: 30,689-49,397 (+)

32 33 34 35 36 37

38
39

40 41 42 43 44 45

uvig_170810: 31,868-50,310 (+)

34 35
36

37 38 39 40

41
42

43 44 45 46

MGV-GENOME-0313361: 31,868-50,319 (+)

34 35
36

37 38 39 40

41
42

43 44 45 46

MGV-GENOME-0332123: 31,868-59,354 (+)

34 35 36 37 38 3940

HEase_00016 homing (CDS_0041)

42
43

44 45 46 47 48 49 50 51 52 53 54

55
56

57 58 59 60

MGV-GENOME-0306780: 29,832-46,644 (+)

33 34 35

36
37

38 39 40 41
42

43 44 45

MGV-GENOME-0304405: 29,897-46,092 (+)

33

34
35

36
37

38 39
40

41 42 43 44

MGV-GENOME-0304045: 29,687-45,966 (+)

32 33 34

35
36

37 38 39 40 41 42 43

MGV-GENOME-0294856: 29,179-43,226 (+)

26 31 32 33 34
35

36 37 38

MGV-GENOME-0288949: 28,503-41,515 (+)

30 31
32

33 34

MGV-GENOME-0319812: 32,012-50,908 (+)

35 36 37 38 39 404142
43

44

HNH endonuclease (CDS_0045)

46 47 48 49 50

uvig_78557: 31,732-47,761 (+)

34 35 36 37 38 39 4041
42

43 44

uvig_526993: 31,708-54,978 (+)

34 35 36 37 38 39
40

4142
43

44 45 46 47 48 49 50 51 52

MGV-GENOME-0325404: 31,708-53,602 (+)

34 35 36 37 38 39
40

4142
43

44 45 46 47 48 49
DNA polymerase (CDS_0050)

MGV-GENOME-0317541: 30,703-50,887 (+)

32 33 34 35 3637

HEase_00016 homing (CDS_0038)

39
40

41 42 43 44 45 46 51 52

uvig_338612: 30,715-50,292 (+)

33 34 35 36 37 38 39
40

4142
43

44 45

HEase_00016 homing (CDS_0046)

47 48 49

MGV-GENOME-0323055: 31,262-53,568 (+)

35 36 37
HEase_00016 homing (CDS_0038)

39 40 41
42

4344
45

46 47 48
49

50 51 52 53 54 55

MGV-GENOME-0326762: 32,058-55,550 (+)

35
36

37 38 39 40 41
42

4344
45

46 47 48
49

50 51 52 53 54 55 56

MGV-GENOME-0325003: 32,078-54,779 (+)

34
35

36 37 38 39 40
41

4243
44

45 46

HEase_00016 homing (CDS_0047)

48 49 50 51 52 53

MGV-GENOME-0324237: 32,058-52,486 (+)

35
36

37 38 39 40
41

42 43
44

45 46 47 48 49 50 51 52

uvig_427808: 32,075-54,522 (+)

35
36

37 38 39 40 41 42
43

4445
46

47 48 49 50 51 52 53 54

OTU_953: 31,605-51,479 (+)

34 35 36 37 38 39 4041
42

43 44 45 46 47 48

uvig_259984: 31,999-56,153 (+)

35 36 37 38 39 404142
43

44 45 46 47 48 49 50 51 52 53 54

uvig_532038: 31,562-54,991 (+)

35
36

37 38 39 40 414243
44

45 46 47 48 49 50 51 52 53 54 55

MGV-GENOME-0324588: 31,969-54,519 (+)

34
35

36 37 38
39

40 41 42 4344
45

46 47 48 49 50 51
DNA polymerase (CDS_0052)

HNH endonuclease (CDS_0053)

54 55

MGV-GENOME-0311363: 31,572-47,262 (+)

34 35 36 37 38
39

40

HEase_00016 homing (CDS_0041)

42
43

44

MGV-GENOME-0306221: 31,563-46,459 (+)

35 36 37 38 39 40
41

42

MGV-GENOME-0319991: 31,670-52,031 (+)

34 35 36 37 38 39 4041
42

43 44 45 46 47 48 49 50 51

MGV-GENOME-0319603: 30,319-51,854 (+)

30 34 35 36 37 38 394041
42

43 44 45 46 47 48 49

MGV-GENOME-0313082: 30,557-49,170 (+)

31 32 33 34 35 36
37

38 39 40 41 42 43

MGV-GENOME-0321002: 31,511-52,736 (+)

3536 37 38 39 40 41 424344
45

46 47 48 49 50 51 52 53

MGV-GENOME-0311765: 32,018-48,662 (+)

34 35 36 37 38 3940 41
42

43 44 45 46

MGV-GENOME-0326347: 32,051-55,356 (+)

35
36

37 38 39 40
41

42 43
44

45 46 47 48 49 50 51
52

53 54 55 56

MGV-GENOME-0323659: 31,557-54,087 (+)

33 34 35 36 37
38

39 40
41

42 43 44 45 46 47 48 49
50

51 52 53 54

MGV-GENOME-0329668: 30,573-57,015 (+)

32
33

34 35 36 37 38 39
40

41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58

uvig_219510: 31,293-48,298 (+)

34
35

36 37

HEase_00016 homing (CDS_0038)

39 40 41
42

4344 45 46

MGV-GENOME-0307788: 31,644-47,296 (+)

35
36

37 38 39 40 41
42

43 44 45

MGV-GENOME-0314588: 30,375-47,504 (+)

32 36 37 38 39 40 41 42 43
44

45

MGV-GENOME-0320641: 32,049-53,688 (+)

35 36 37 38 39
40

41 42
43

44 45 46 47 48 49 5051 54

uvig_528887: 31,534-55,726 (+)

33
34

35 36 37 38 39 40
41

42 43 44 45 46 47 48 49 50 51

uvig_368619: 32,000-57,963 (+)

35
36

37 38 39 40 41 42 43
44

45 46 47
48

4950 51 52
53

54
55

56 57 58 59
60

61 62 63

MGV-GENOME-0323901: 32,025-53,980 (+)

35 36
37

38 39 40 41 42 4344
45

46 47
48

49
50

51 52 53 54 55 56

MGV-GENOME-0329196: 30,699-57,536 (+)

32 33 34 35 3637

HEase_00016 homing (CDS_0038)

39
40

41 42 43 44 45
DNA polymerase (CDS_0046)

HNH endonuclease (CDS_0047)

48 49 50 51

single strand DNA binding protein (CDS_0052)

UvsX-like recombinase (CDS_0053)
54 55 56

MGV-GENOME-0329080: 30,703-56,425 (+)

32 33 34 35 3637

HEase_00016 homing (CDS_0038)

39
40

41 42 43 44 45
DNA polymerase (CDS_0046)

HNH endonuclease (CDS_0047)

48 49 50 51

single strand DNA binding protein (CDS_0052)

UvsX-like recombinase (CDS_0053)
54 55

MGV-GENOME-0335986: 30,975-58,975 (+)

33 34 35 36 37 38
39

40

HEase_00016 homing (CDS_0041)

42
43

44 45 46 47 48 49 50
51

52 53 54 55 56
57

58 59 60

MGV-GENOME-0332709: 31,989-58,620 (+)

33 34 35
HEase_00016 homing (CDS_0036)

37 38 394041
42

43 44 45 46
HNH endonuclease (CDS_0047)

48 49 50 51 52

single strand DNA binding protein (CDS_0053)
UvsX-like recombinase (CDS_0054)

55 56 57

MGV-GENOME-0332372: 32,039-58,510 (+)

34 35 36 37 38 39 4041
42

43 44 45 46 47
HNH endonuclease (CDS_0048)

49 50 51 52 53

single strand DNA binding protein (CDS_0054)
UvsX-like recombinase (CDS_0055)

56 57 58 59

MGV-GENOME-0327270: 32,064-57,675 (+)

3536 37 38
HEase_00016 homing (CDS_0039)

40 41 424344
45

46 47 48 49 50 51
DNA polymerase (CDS_0052)

HNH endonuclease (CDS_0053)

54 55 56 57

single strand DNA binding protein (CDS_0058)

59

uvig_113310: 30,658-58,961 (+)

32 33 34
HEase_00016 homing (CDS_0035)

36 37 38 3940
41

42 43 44 45 46
DNA polymerase (CDS_0047)

HNH endonuclease (CDS_0048)

49 50 51 52

single strand DNA binding protein (CDS_0053)

UvsX-like recombinase (CDS_0054)
55 56 57

MGV-GENOME-0333313: 28,934-56,708 (+)

32 33 34
HEase_00016 homing (CDS_0035)

36 37 38 3940
41

42 43 44 45 46
DNA polymerase (CDS_0047)

HNH endonuclease (CDS_0048)

49 50 51 52

single strand DNA binding protein (CDS_0053)

UvsX-like recombinase (CDS_0054)

MGV-GENOME-0300507: 30,953-46,761 (+)

33 34 35 36 37 38

uvig_113018: 30,574-45,500 (+)

HNH endonuclease (CDS_0031)
33

34
35 36 37 38 39

MGV-GENOME-0324943: 30,548-54,441 (+)

31 32 33 34 35 36 37
38

39 40
41

42 43 44 45 46 47
48

49 50 51 52 53 54 55

MGV-GENOME-0315277: 30,263-50,945 (+)

34 35 36 37

38
39

40 41 42
43

44 45 46 47 48

MGV-GENOME-0314796: 31,981-50,724 (+)

35
36

HNH endonuclease (CDS_0037)

38 39 40 41
42

43 44 45 46 47

MGV-GENOME-0304387: 30,279-47,183 (+)

33 34 35 36
37

38 39 40 41

MGV-GENOME-0296012: 29,433-44,554 (+)

32 33
34

35 36 37 38 39 40 41

MGV-GENOME-0301737: 29,901-46,287 (+)

33 34 35 36 37 38 39 40

MGV-GENOME-0303410: 29,897-45,634 (+)

33 34 35 36 37 38 39

MGV-GENOME-0313421: 29,898-50,357 (+)

33 34 35
36

37 38 39 40 41 42 43 44 45 46

SRS042966_a1_ct16757_vs01: 28,860-46,369 (+)

31 32 33 34 35 36

10000 nt

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (PADLOC)


