amidase (CDS_0031)
29 30 3233 34 35

23 24 25 26 27 tail protein (CDS_0028)

I
MGV-GENOME-0189606: 13,175-26,186 (+)
amidase (CDS_0031)
tail protein (CDS_0026) 27 28 29 30 32 33

I
MGV-GENOME-0194692:12,615-26,638 (+)

amidase (CDS_0032)

tail protein (CDS_0027) 28 29 30 31 33 34

I, D A O b e B e B I
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MGV-GENOME-0193187: 12,649-26,779 (+)

DNA methyltransferase (CDS_0033)

nuclease (CDS_0040)
amidase (CDS_0032) 37
tail protein (CDS_0028) 29 30 31 | 3435361 3839 4142 43

I S
MGV-GENOME-0209202: 12,958-29,605 (+)
amidase (CDS_0029) tRNA-Ser(CGA)
tail protein (CDS_0026) 27 28 30 31 T 32 33 34 3536 37 38 39
e i S W g W W SO oy W0 Sy A W
MGV-GENOME-0218582:12,802-31,309 (+)

holin (CDS_0030)
tail protein (CDS_0027) 28 29 amidase (CDS_0031) 32 33

I S
MGV-GENOME-0193994: 13,025-26,920 (+)
capP (CDS_0031)
amidase (CDS_0033)
tail protein (CDS_0026) 27 28 29 30 32 34

I
MGV-GENOME-0200186: 12,651-27,038 (+)
capP (CDS_0029)

tail protein (CDS_0026) 27 28 30 31
I B ) S — I
MGV-GENOME-0190574: 12,935-26,320 (+)
amidase (CDS_0032)
tail protein (CDS_0027) 28 29 30 31 33 34 35
T I /b
| 1 e E— = B e -
MGV-GENOME-0219105:12,932-31,251 (+)
RM_Type_lI_Type_ll_MTases_FAM_0 (CDS_0036)
nuclease (CDS_0042)
amidase (CDS_0032) 39 41
tail protein (CDS_0026) 27 28 2930 31 3334 35 37387 40 43

N B
MGV-GENOME-0225101:12,941-32,121 (+)

tail protein (CDS_0026) 27 28 29 30 amidase (CDS_0031)
e e

N
MGV-GENOME-0187771: 12,094-25,885 (+)
DNA methyltransferase (CDS_0030)
nuclease (CDS_0036)
28 35
tail protein (CDS_0026) 27[ 29 3132 33 34| 37

I
MGV-GENOME-0192989: 13,079-26,719 (+)
nuclease (CDS_0032)
31
tail protein (CDS_0026) 2728 29 30| 33

I | N N B S —
MGV-GENOME-0180466: 13,079-24,706 (+)
Control_protein_00002 control (CDS_0031)
cas4 CRISPR-associated (CDS_0033)
tail protein (CDS_0026) 27 28 2930| 32 34 35363738 39 40

I B

MGV-GENOME-0208636: 13,080-29,479 (+)
30 nuclease (CDS_0034)

tail protein (CDS_0028) @T 31 32 33 35 36 37

N
MGV-GENOME-0188173: 13,025-25,953 (+)
nuclease (CDS_0031)
tail protein (CDS_0028) 2930 32 33 34
[, S e
MGV-GENOME-0173565: 13,027-23,706 (+)

27 nuclease (CDS_0031)
tail protein (CDS_0026) T28 2930 | 3233

L e —

MGV-GENOME-0178708: 12,823-24,266 (+)

[ 7000 nt i

DNA, RNA and nucleotide metabolism lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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