tail protein (CDS_0021)
18 1920 22 23 2425 26 27 28 29 30 31 32 33 34 35
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MGV-GENOME-0182914: 13,706-24,587 (+)
24 25 26
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MGV-GENOME-0182854: 13,706-24,577 (+)
21 23 24 25
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MGV-GENOME-0174760: 13,287-23,363 (+)

16 21 2223 24 25 32
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MGV-GENOME-0175349:12,537-23,958 (+)
transfer-messenger RNA SsrA
20 2425 26 2728 29 30 31 | 32 33
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uvig_240806: 13,255-26,868 (+)
holin (CDS_0029)
25 26 27 28 30 31 32 33 34 40
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MGV-GENOME-0230576: 14,457-28,468 (+)
holin (CDS_0027)
23 24 25 26 28 29 30 31 32 33

MGV-GENOME-0199128: 13,287-27,302 (+)
baseplate hub subunit and tail lysozyme (CDS_0025)
holin (CDS_0027)
21 2223 24 26 28 29 30 31

MGV-GENOME-0212197:12,512-26,359 (+)

holin (CDS_0028)
endolysin (CDS_0026) -
24 25 27 | 29 30 31 32

MGV-GENOME-0188369: 13,267-25,972 (+)
holin (CDS_0027)
endolysin (CDS_0025,
23 24 26 | 28 29 30 31
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MGV-GENOME-0188325: 13,312-25,967 (+)
holin (CDS_0028)
endolysin (CDS_0026)
24 25 27 | 29 30 31 32 33 34 35

MGV-GENOME-0177310:13,267-24,259 (+)
baseplate hub subunit and tail lysozyme (CDS_0025)
holin (CDS_0027)
23 24 26 28 29 30 31 32 33 34 35 38 39
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MGV-GENOME-0204389: 13,312-28,742 (+)
baseplate hub subunit and tail lysozyme (CDS_0027)
holin (CDS_0029)

2526 28 | 30 31 32 33 34 37 38 39
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uvig 579984:13,926-26,543 (+)

22 23
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MGV-GENOME-0177008: 13,242-18,634 (+)
34
HEase_00016 homing (CDS_0023) 27 28 29 30313233] 35 36
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SAMNO0715252_al_ct62031_vs1: 15,025-27,578 (+)

baseplate hub subunit and tail lysozyme (CDS_0026)
24 25 27

—
uvig_134673:12,926-18,285 (+)

baseplate hub subunit and tail lysozyme (CDS_0025)
23 24 26 27 28 29
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uvig 336409:13,276-22,178 (+)

baseplate hub subunit and tail lysozyme (CDS_0025)
23 24 26 27 28 29
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6000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (PADLOC) tRNA tmRNA
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