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IMGVR_UViG_3300008742_000004|3300008742|Ga0115672_100005: 188,319-208,443 (+)
clamp loader of DNA polymerase (CDS_0237)
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trim_DfrA36-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA36 (NFO33868.0) (CDS_0250)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)
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