trim_DfrA36-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA36 (NFO33868.0) (CDS_0045) phosphoesterase (CDS_0055)
44 46 47 48 49 50 51 RNA ligase (CDS_0052) 53 54 56 57
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IMGVR_UViG_3300008742_000004|3300008742|Ga0115672_100005: 45,880-56,783 (+)

32 34 39
I B S E— e T ————————————————————— ] 1
IMGVR_UViG_3300006250. 000006/3300006250|Ga009939 1. 100020: 37.286-47,439 (+)

59

I ) 15 ) W R S—
SRS146767 _al_ct28753 vs01:52,145-60,463 (+)

50 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0051) V_U4 CAS-V-F; (CDS_0058)

EEE— N S E—— ———— T
SRS104314 al ct18549:47,599-57,864 (+)

132 131130 129 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0128) 121
A R o R B T B e Y S
SRS104962_al_ct13605_vs1: 93,868-105,953 ()
39 40 41 46

IMGVR_UViG_3300007300_000006|3300007300]|Ga0104843_100005:43,551-54,926 (+)
4000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) AMR (AMRFinderPlus)
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