
uvig_255816: 85,098-96,958 (+)

Erf-like ssDNA annealing protein (CDS_0104)
metal-dependent phosphohydrolase (CDS_0105)

106 107 108
DNA methyltransferase (CDS_0109)

110 111 112 113 cysH_IV-B_1 (CDS_0114) 115
anti-type III (APIS103) (CDS_0116)

RNA ligase (CDS_0117)
RNA ligase (CDS_0118)

119 120

MGV-GENOME-0364883: 35,087-46,842 (-)

707172737475

MGV-GENOME-0375847: 61,796-73,657 (+)

DNA methyltransferase (CDS_0079) 81 82 83 84 85 87 RNA ligase (CDS_0089)

MGV-GENOME-0373714: 62,706-72,600 (+)

Erf-like ssDNA annealing protein
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0079)

80 81 RNA ligase (CDS_0086)

MGV-GENOME-0372355: 54,794-65,895 (+)

62 63 64 65

IMGVR_UViG_3300029359_000341|3300029359|Ga0243835_1000029|25854-158874: 63,438-75,190 (+)

81 82 83 84
SspBCDE__SspD_2 (CDS_0085)

IMGVR_UViG_3300029779_000322|3300029779|Ga0243834_1000028|53248-186275: 64,196-75,190 (+)

82 83
SspBCDE__SspD_2 (CDS_0084)

uvig_380554: 69,814-80,742 (+)

88 89 90 RNA ligase (CDS_0095) 96 97

MGV-GENOME-0373583: 64,384-75,994 (+)

80 81 82 83 RNA ligase (CDS_0087) 88
HNH endonuclease (CDS_0089)

MGV-GENOME-0344999: 31,069-40,348 (-)

cysH_IV-B_1 (CDS_0056)575859606264

MGV-GENOME-0343477: 37,229-46,376 (-)

7376

MGV-GENOME-0373555: 63,650-73,366 (+)

76 81 85

IMGVR_UViG_2513237329_000013|2513237329|2513271012|219974-347224: 63,660-74,504 (+)

85

uvig_407273: 64,944-75,482 (+)

DNA methyltransferase (CDS_0084)
85 86

uvig_179609: 46,555-57,117 (+)

DNA methyltransferase (CDS_0067)
phosphoadenosine phosphosulfate reductase (CDS_0068)

69

MGV-GENOME-0370157: 41,944-52,481 (+)

51 52 53

uvig_208098: 74,091-85,188 (+)

DNA methyltransferase (CDS_0091)
92 93 phosphoadenosine phosphosulfate reductase (CDS_0094)

MGV-GENOME-0363972: 33,894-45,213 (-)

666768
DNA methyltransferase (CDS_0069)

uvig_41876: 65,004-74,291 (+)

DNA methyltransferase (CDS_0085)

MGV-GENOME-0353390: 49,215-58,504 (-)

DNA methyltransferase (CDS_0089)

uvig_497552: 18,988-29,521 (-)

SspBCDE__SspD_2 (CDS_0034)
DNA methyltransferase (CDS_0035)

MGV-GENOME-0373697: 64,124-73,412 (+)

82 83

MGV-GENOME-0373497: 63,027-72,314 (+)

81 82

MGV-GENOME-0346702: 39,949-49,275 (-)

7677

MGV-GENOME-0358563: 21,815-31,142 (+)

31 32

IMGVR_UViG_3300045988_145538|3300045988|Ga0495776_034524: 64,391-74,820 (+)

83 84SspBCDE__SspD_2 (CDS_0085)

MGV-GENOME-0353780: 22,087-32,619 (+)

40 41 SspBCDE__SspD_2 (CDS_0042)

uvig_403737: 65,109-75,645 (+)

83 85 86 SspBCDE__SspD_2 (CDS_0087)

MGV-GENOME-0341466: 22,938-32,857 (+)

42 SspBCDE__SspD_2 (CDS_0043)

uvig_62256: 33,780-43,696 (-)

SspBCDE__SspD_2 (CDS_0068)
69

uvig_504622: 31,678-42,107 (+)

47 48
SspBCDE__SspD_2 (CDS_0049)

MGV-GENOME-0373156: 57,034-68,220 (+)

68 69 71 72SspBCDE__SspD_2 (CDS_0073)

MGV-GENOME-0375451: 63,643-74,178 (+)

85 86 87 88

MGV-GENOME-0373586: 64,999-75,534 (+)

84 85 86 87

uvig_580733: 65,065-75,597 (+)

84 85 86 87

uvig_83073: 60,746-71,277 (+)

74 75 76 77

MGV-GENOME-0369035: 65,005-75,540 (+)

85 86 87 88

MGV-GENOME-0372559: 54,957-65,492 (+)

63 64 65 66

MGV-GENOME-0371521: 48,265-58,798 (+)

59 60 61 62

uvig_537959: 64,499-74,930 (+)

81 82 83 84

MGV-GENOME-0356515: 50,787-61,216 (-)

93949596

MGV-GENOME-0372889: 46,583-57,154 (+)

57 58 59 60

MGV-GENOME-0343550: 42,402-52,832 (-)

838485
DNA methyltransferase (CDS_0087)

MGV-GENOME-0367120: 34,693-45,231 (+)

39 40 41 42

MGV-GENOME-0357743: 21,513-32,047 (+)

38 39 40 41

Rampelli_HCO_70_NODE_20_length_131725_cov_7.896780: 64,501-74,892 (+)

81 82 83 84

MGV-GENOME-0372668: 54,564-64,991 (+)

75 76 77 78

uvig_148604: 30,851-41,151 (-)

6061
DNA methyltransferase (CDS_0063)

uvig_178164: 60,514-70,413 (+)

66 67
phosphoadenosine phosphosulfate reductase (CDS_0068)

69

uvig_167357: 17,838-28,222 (+)

31 32
phosphoadenosine phosphosulfate reductase (CDS_0033)

34

MGV-GENOME-0365446: 32,161-44,391 (+)

31 metal-dependent phosphohydrolase (CDS_0032) 38 39 40 41

MGV-GENOME-0373577: 62,004-73,296 (+)

80 81 82 83 84

MGV-GENOME-0361728: 41,110-52,405 (-)

828384858687

MGV-GENOME-0364344: 30,709-42,002 (+)

46 47 48 49 50 51

MGV-GENOME-0373594: 62,279-73,572 (+)

80 81 82 83 84 85

MGV-GENOME-0368836: 37,070-48,364 (+)

53 54 55 56 57 58

IMGVR_UViG_3300045988_144585|3300045988|Ga0495776_156867: 62,004-73,296 (+)

80 81 82 83 84

MGV-GENOME-0372817: 53,820-65,114 (+)

68 69 70 71 72

MGV-GENOME-0373650: 64,006-75,299 (+)

79 80 85 86 87 88

MGV-GENOME-0354995: 16,302-28,028 (+)

DNA methyltransferase (CDS_0023) 24 25 26 27

MGV-GENOME-0373524: 63,474-71,569 (+)

81

uvig_201250: 24,338-34,861 (-)

cysH_IV-B_1 (CDS_0044)454647

MGV-GENOME-0376606: 45,414-56,511 (+)

52 53 54 55 cysH_IV-B_1 (CDS_0056)

uvig_106429: 73,277-84,277 (+)

86 88 89 90 91
phosphoadenosine phosphosulfate reductase (CDS_0092)

93

MGV-GENOME-0373420: 63,501-73,848 (+)

80 81 cysH_IV-B_1 (CDS_0082)

MGV-GENOME-0370144: 41,521-52,183 (+)

DNA methyltransferase (CDS_0047)
48 49 cysH_IV-B_1 (CDS_0050)

MGV-GENOME-0374227: 62,786-72,678 (+)

83 84 cysH_IV-B_1 (CDS_0085)

MGV-GENOME-0369799: 64,370-74,264 (+)

DNA methyltransferase (CDS_0082) 83 cysH_IV-B_1 (CDS_0084)

IMGVR_UViG_3300045988_148975|3300045988|Ga0495776_156893: 62,830-72,722 (+)

DNA methyltransferase (CDS_0078)
cysH_IV-B_1 (CDS_0079)

MGV-GENOME-0357273: 53,071-62,968 (-)

cysH_IV-B_1 (CDS_0092)
DNA methyltransferase (CDS_0093)

MGV-GENOME-0373437: 50,450-60,343 (+)

DNA methyltransferase (CDS_0056)
cysH_IV-B_1 (CDS_0057)

uvig_304180: 56,281-66,369 (+)

72
DNA methyltransferase (CDS_0074)

75 cysH_IV-B_1 (CDS_0076)

uvig_24504: 23,837-34,793 (+)

42 43
phosphoadenosine phosphosulfate reductase (CDS_0044)

phosphoadenosine phosphosulfate reductase (CDS_0045) 49 50

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


