portal protein (CDS_0002) head-tail adaptor Ad1 (CDS_0007)
3 4 5 6 8 integrase (CDS_0009) 10 11 12 1314 15 16 17 18
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MGV-GENOME-0109301: 1,629-13,886 (+)
terminase large subunit 8 9 10 11 12

MGV-GENOME-0092623: 1,629-12,750 (+)
8 9 integrase (CDS_0010) 11 12 14
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MGV-GENOME-0111993:1,629-14,107 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0009)
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MGV-GENOME-0097160: 1,629-13,087 (+)
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MGV-GENOME-0098438: 1,629-13,092 (+)
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MGV-GENOME-0125592:1,629-13,297 (+)
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MGV-GENOME-0093371:1,629-12,726 (+)
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integrase (CDS_0011) 12

MGV-GENOME-0114832: 1,629-13,917 (+)
8 9 10 integrase (CDS_0011) 12

MGV-GENOME-0114962:1,629-13,820 (+)
integrase (CDS_0008) 9

MGV-GENOME-0093296:1,629-12,679 (+)

MGV-GENOME-0113275:1,629-13,811 (+)
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MGV-GENOME-0104506: 1,629-13,513 (+)

RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0012)
8 9 10 11 13 14

uvig_329522:1,629-16,451 (+)

RM_Type_lI_Type_ll_MTases_FAM_0 (CDS_0010)
8 11 12
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uvig_304625:1,629-15,299 (+)

RM_Type_Il_Type_|l|_MTases FAM_23 (CDS_0014)
head closure Hc1 (CDS_0008) 9 10 11 12 13 15 16

L . e ———— L ——— I —
uvig_184691:1,629-19,367 (+)
15 20 21
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MGV-GENOME-0115977:10,146-15,621 (+)

integrase (CDS_0007) 8 9 11
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MGV-GENOME-0096884: 3,685-14,124 (+)
I 7000 nt {
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