
IMGVR_UViG_2558860794_000003|2558860794|2558903583|3-35408: 27,760-35,405 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0038)

39 40
Holliday junction resolvase (CDS_0041)

42 43 44 45 46 47 48

RNA polymerase sigma factor (CDS_0049)
50

51 52 53 terminase small subunit (CDS_0054)

TemPhD_cluster_62210: 28,598-35,798 (+)

44 45 46 47 48 49

IMGVR_UViG_2558860763_000001|2558860763|2558902114|1-36981: 30,980-36,980 (+)

42 43
MazG-like pyrophosphatase (CDS_0044)

45 47

IMGVR_UViG_2558860872_000004|2558860872|2558907370|613079-651999: 31,141-38,920 (+)

44 45 46
MazG-like pyrophosphatase (CDS_0047)

48 50

uvig_160788: 32,037-40,056 (+)

42
DNA binding protein (CDS_0043)

44 45

TemPhD_cluster_43371: 28,895-36,452 (+); 1-1,299 (+)

143
MazG-like pyrophosphatase (CDS_0044)

45 46 50
terminase small subunit (CDS_0052)

IMGVR_UViG_647000243_000001|647000243|647003014|47313-89087: 34,410-41,774 (+)

45 46 48 51 52

TemPhD_cluster_43351: 31,161-36,557 (+); 1-1,290 (+)

46

uvig_89883: 30,390-36,820 (+)

41 42 43 44

IMGVR_UViG_2558860875_000003|2558860875|2558907503|2239-42265: 31,265-40,026 (+)

41 42 46 47
MTase_II_00074 Type (CDS_0048)

49 50 51

MGV-GENOME-0253341: 27,630-37,310 (+)

43

DNA binding protein (CDS_0044)

45 46
MTase_II_00074 Type (CDS_0047)

48 49 50 51 52
transcriptional activator (CDS_0054)

55 56 57

uvig_418419: 30,707-41,194 (+)

48 49 50 51 52
COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (CDS_0053)

transcriptional regulator (CDS_0054) 55 mads_1 (CDS_0056) 57 58

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


