
SAMEA1906542_b1_ct72_vs2: 34,006-42,406 (+)
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anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0051)
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MGV-GENOME-0255794: 22,331-28,078 (+)
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IMGVR_UViG_3300045988_163804|3300045988|Ga0495776_186866: 31,693-37,232 (+)
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