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MGV-GENOME-0243625:4,362-11,244 (+)
oMTase_00015 orphan (CDS_0014)
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nucleoside deoxyribosyltransferase (CDS_0013)
14 15

\
!
#

MGV-GENOME-0233138:5,449-11,216 (+)
13 14 15 16 17

—— — —
MGV GENOME-0231388: 5452 11,600 (+)
13 14 15 16 17

— I — —
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ivig_486:5,457-11,574 (+)

3000 nt i
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC)
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