
TemPhD_cluster_62405: 23,048-35,083 (+); 1-2,226 (+)

baseplate wedge tail fiber protein connector (CDS_0001)
26

head closure (CDS_0027)
28 29 30 31 32 33

DS-34__DS-34A (CDS_0034)
35 36 37 38 39

DksA-like zinc-finger protein (CDS_0040)

41

queuine tRNA-ribosyltransferase (CDS_0042)

TemPhD_cluster_62612_: 23,656-34,227 (+); 1-2,127 (+)

31 32
DS-34__DS-34A (CDS_0033)

Cox-like excisionase and repressor (CDS_0034)

38

IMGVR_UViG_2667527943_000003|2667527943|2667594069|532582-565303: 20,825-31,992 (+)

31 32 33
DS-34__DS-34A (CDS_0034)

Cox-like excisionase and repressor (CDS_0035)

TemPhD_cluster_62678_: 21,836-32,795 (+)

30 31
DS-34__DS-34A (CDS_0032)

Cox-like excisionase and repressor (CDS_0033)

DNA polymerase exonuclease subunit

IMGVR_UViG_2740892279_000003|2740892279|2740968659|120210-154153: 21,172-32,829 (+)

26 29 30 31
DS-34__DS-34A (CDS_0032)

Cox-like excisionase and repressor (CDS_0033)

TemPhD_cluster_16111: 21,680-33,281 (+)

transcriptional regulator (CDS_0032)
33 34

DS-34__DS-34A (CDS_0035)
36

IMGVR_UViG_2791355395_000003|2791355395|2791395257|15757-48542: 21,172-32,692 (+)

32 33 34
DS-34__DS-34A (CDS_0035)

36

IMGVR_UViG_2585427624_000008|2585427624|2585443466|4618816-4649107: 18,248-29,177 (+)

29 30
DS-34__DS-34A (CDS_0031)

32

IMGVR_UViG_2912551535_000008|2912551535|2912551535|4709005-4740166: 19,482-30,595 (+)

31 32 33
DS-34__DS-34A (CDS_0034)
Cox-like excisionase and repressor (CDS_0035)

39

IMGVR_UViG_2718218003_000002|2718218003|2718228392|1249891-1281479: 19,367-30,471 (+)

23 29 30 31
DS-34__DS-34A (CDS_0032)

Cox-like excisionase and repressor (CDS_0033)

IMGVR_UViG_3300029616_000353|3300029616|Ga0245133_100154|84202-115244: 18,126-29,771 (+)

25 31
integrase (CDS_0032)

DS-34__DS-34A (CDS_0033)
Cox-like excisionase and repressor (CDS_0034)

IMGVR_UViG_2740892277_000001|2740892277|2740968358|112448-143092: 24,904-30,371 (+)

32
DS-34__DS-34A (CDS_0033)

Cox-like excisionase and repressor (CDS_0034)

37 38

MGV-GENOME-0215418: 25,133-30,040 (+)

DS-34__DS-34A (CDS_0031)
32 38 39

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder)


