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uvig_59810: 1-4,981 (+)
GtrB glycosyltransferase for O-antigen conversion (CDS_0004)
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MGV-GENOME-0333091:1-13,635 (+)
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MGV-GENOME-0304399:36,808-42,375 (-)
RM _Type_lI_Type_ll_REase18 (CDS_0005)
RM_Type_Il_Type_ll_MTases_FAM_0 (CDS_0004)
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uvig_172764:3-12,117 (+)
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MGV GENOME-0305670: 562 6,774 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0007)
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MGV-GENOME-0327291: 1-12,620 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0004)
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MGV-GENOME-0322663: 1-10,451 (+)
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MGV-GENOME-0290274:40,321-44,336 (-)
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integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene
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