
uvig_455629: 13,325-37,074 (+)

16 17

UG4 (CDS_0018)

19
20

21 22
endolysin (CDS_0023)

24

DnaB-like replicative helicase (CDS_0025)

26 27

sporulation stage III protein D (CDS_0028)

29
Serine protease (VF1055) (CDS_0030)

31 32 33 34 35 36
integrase (CDS_0037)

38

transcriptional regulator (CDS_0039)

40
41

42
43

44

dUTPase (CDS_0045)

SRS148461_a1_ct27358_vs01: 14,311-30,163 (+)

21 22 23

Retron_VI__HTH (CDS_0024)

25
tRNA-Arg(CCT)

dCMP deaminase (CDS_0026)

27

clamp loader of DNA polymerase (CDS_0028)

29 30 31 32 33
transcriptional regulator (CDS_0034)

35

IMGVR_UViG_3300045988_123582|3300045988|Ga0495776_042317: 15,050-24,576 (+)

23 24 25 2627 28 29 30 31

IMGVR_UViG_3300045988_142783|3300045988|Ga0495776_125626: 15,047-24,958 (+)

24 25 26 27 28 29 30 31 36

MGV-GENOME-0247363: 15,050-24,581 (+)

24 25 26 27 28 29 30

uvig_211099: 15,050-30,504 (+)

24 25 26 27 28
Serine protease (VF1055) (CDS_0029)

30 31 32 33 34 35 36 37 38

IMGVR_UViG_3300029343_000522|3300029343|Ga0243725_1000268|18573-56851: 15,094-24,977 (+)

23 24 25 26 27 28 29
transcriptional regulator (CDS_0030)

31

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

virulence (VFDB) tRNA


