
MGV-GENOME-0234503: 27,290-34,211 (+)

single strand DNA binding protein (CDS_0041)
DNA polymerase/primase (CDS_0042)

DNA helicase (CDS_0043) 44 45 46 47 48 49
thioredoxin domain (CDS_0050)

51

transcriptional regulator (CDS_0052)

terminase small subunit (CDS_0053)

MGV-GENOME-0244159: 23,027-29,942 (+)

33 34 35 36

IMGVR_UViG_3300008136_000047|3300008136|Ga0113979_100643: 28,683-35,088 (+); 1-1,209 (+)

141 44 45 46

IMGVR_UViG_7000000394_000047|7000000394|SRS019607_WUGC_scaffold_14395: 28,691-36,328 (+)

Sak4-like ssDNA annealing protein (CDS_0041) 46 47 48 49 50

IMGVR_UViG_3300008730_000018|3300008730|Ga0113886_1000117: 27,838-35,476 (+); 1-1,218 (+)

43 44 45 46 47

SRS019607_a1_ct33644_vs1: 31,485-38,304 (+)

51 52 53 54 55

IMGVR_UViG_3300045988_127568|3300045988|Ga0495776_103051: 28,202-35,471 (+)

47 48 49 50

uvig_454523: 30,122-36,872 (+)

45 46

SRS045127_a1_ct4100: 28,166-34,784 (+)

43 45 46

IMGVR_UViG_3300008660_000015|3300008660|Ga0111492_100124: 29,066-34,864 (+); 1-1,218 (+)

45 46

MGV-GENOME-0312854: 29,340-35,213 (+)

43 44
DNA methyltransferase (CDS_0046)

47

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function


