
SAMEA2737651_a1_ct119683_vs1: 14,100-40,332 (+)
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uvig_310559: 13,162-28,788 (+)
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peptidase (CDS_0028)
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Minot_Diet_SRR5088940_NODE_55_length_42350_cov_7.706041: 14,049-29,971 (+)
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uvig_227410: 13,179-32,799 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA


