baseplate wedge subunit (CDS_0021)

baseplate wedge subunit (CDS_0022) excisionase and transcriptional regulator (CDS_0040)
structural protein (CDS_0023) DNA methyltransferase (CDS_0037)
V|r|on structural protein tail fiber assembly protein (CDS_0028)  Specificity_lI_00002 Type (CDS_0035) nucleotide kinase (CDS_0041)

baseplate spike (CDS_0020) endolysin (CDS_0030) RM_Type IIG_Type_lIG_1 (CDS_0036) endonuclease (CDS_0044)
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SAMEA2737651_al_ct119683_vs1: 14,100-40,332 (+)
excisionase and transcriptional regulator (CDS_0026)
24 25 | nucleotide kinase (CDS_0027)

MGV GENOME-0260803: 13 179-25,615 (+)
mads_1 (CDS_0028)
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MGV-GENOME-0263334: 13,164-26,222 (+)
tail fiber protein (CDS_0024)
mads_1 (CDS_0026)
25 27

i
10—
iﬂ
|

MGV-GENOME-0261541: 14,040-26,345 (+)

virion structural protein (CDS_0018)
mads_1 (CDS_0025)
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uvig 228544: 12,859-23,978 (+)
mads_1 (CDS_0025)
23 24 26 3132

uvig_225179:12,851-23,335 (+)
tail fiber assembly protein (CDS_0026)
peptidase (CDS_0028)

mads_1 (CDS_0032)
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uvig_310559:13,162-28,788 (+)
tail fiber assembly protein (CDS_0026)
tail fiber protein (CDS_0024)
endolysin (CDS_0028)
holin (CDS_0027)  mads_1 (CDS_0032)
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Minot_Diet_ SRR5088940_NODE_55_length_42350_cov_7.706041: 14,049-29,971 (+)
tail length tape measure protein (CDS_0033)
baseplate wedge subunit (CDS_0028)
baseplate wedge suburﬁ(CDS_0027)
baseplate hub (CDS_0032)
tail protein (CDS_0029) ‘ Pld (VF0491) (CDS_0039) mads_1 (CDS_0047)

tail protein (CDS_0026) tail protein (CDS_0031) dehydrogenase (CDS_0042) 46
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uvig 463227:13,173-43,412 (+)
Pld (VF0491) (CDS_0028)

dehydrogenase (CDS_0031) mads_1 (CDS_0035)
24 2526 27 29 30 32 33 3436
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uvig 227410:13,179-32,799 (+)
10000 nt
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