
IMGVR_UViG_3300008275_000006|3300008275|Ga0114253_1000014: 22,273-30,468 (+)

22 23 24
thymidylate synthase (CDS_0025)

26 27 28 29 30 31 32 33 34 35 dihydrofolate reductase

IMGVR_UViG_3300007123_000011|3300007123|Ga0102684_100004: 21,424-31,380 (+)

19 20 DS-4__DS-4A (CDS_0024) 26 27 28 30 33
trim_DfrA36-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA36 (NF033868.0) (CDS_0035)

IMGVR_UViG_3300008099_000009|3300008099|Ga0114261_100007: 22,195-30,838 (+)

23 27 28 29 30

MGV-GENOME-0379994: 21,309-33,031 (+)

23 26 27 28 29 30 31 32 34

IMGVR_UViG_3300007186_000004|3300007186|Ga0103259_100003: 21,083-32,502 (+)

26 27 28 29 30 31 32 34

MGV-GENOME-0380000: 22,158-33,988 (+)

HEase_00030 homing (CDS_0025) 28 29 30 31 32 33 34

MGV-GENOME-0379475: 22,151-33,959 (+)

28 29 30 31 32 33 34 36

MGV-GENOME-0376467: 22,047-33,696 (+)

23 28 29 30 31 32 33 36

SAMN00699733_b1_ct2: 23,949-32,253 (+)

27 28 29 30 31 33

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


