
MGV-GENOME-0296078: 15,759-35,329 (+)

19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23

24

endolysin (CDS_0025)

PDC-S01_WP_067088819.1 (CDS_0026)

27
ABC transporter (CDS_0028)

29 30 31

32
33

34 35
36

37 38

endonuclease (CDS_0039)

exonuclease (CDS_0040)

IMGVR_UViG_3300045988_007440|3300045988|Ga0495776_158012: 15,730-27,912 (+)

28 30 34 single strand DNA binding protein (CDS_0035)

MGV-GENOME-0252612: 15,758-26,915 (+)

26

IMGVR_UViG_3300045988_010035|3300045988|Ga0495776_148837: 15,757-27,049 (+)

26 27

MGV-GENOME-0263059: 15,491-26,711 (+)

26 27

MGV-GENOME-0291534: 15,759-26,852 (+)

26

MGV-GENOME-0251041: 15,754-26,592 (+)

27 28

MGV-GENOME-0262708: 15,815-26,533 (+)

26 27

MGV-GENOME-0250550: 15,708-26,496 (+)

26

IMGVR_UViG_3300045988_070753|3300045988|Ga0495776_111393: 15,752-29,758 (+)

26
transposase (CDS_0027)

28 29 30

IMGVR_UViG_3300029857_000018|3300029857|Ga0245297_1000906: 15,746-28,160 (+)

PDC-S01_WP_067088819.1 (CDS_0027)
28 29

uvig_215673: 15,573-27,162 (+)

27 28

MGV-GENOME-0251967: 15,746-26,791 (+)

27 31

MGV-GENOME-0252100: 15,746-26,844 (+)

27

MGV-GENOME-0287231: 15,747-28,445 (+)

AbiQ (CDS_0027) 28 29

MGV-GENOME-0261525: 15,744-28,472 (+)

27 28 29

MGV-GENOME-0271743: 15,708-28,489 (+)

26 27
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0028)

29

IMGVR_UViG_3300029815_000030|3300029815|Ga0244882_1000839: 15,735-32,208 (+)

PtuA1_00004 AAA (CDS_0027)

PtuB1_00010 Unknown (CDS_0028)

29

transposase (CDS_0030)
transposase (CDS_0031)

32 33 34

MGV-GENOME-0281519: 15,744-32,289 (+)

AbiEii_WP_096461967.1 AbiEii (CDS_0027)
AbiEi_WP_101304315.1 AbiEi (CDS_0028)

29 30 313233 34

MGV-GENOME-0331221: 15,744-27,549 (+)

23 25 27
28

29

MGV-GENOME-0331304: 15,744-27,562 (+)

27
28

29

IMGVR_UViG_3300045988_019715|3300045988|Ga0495776_044989: 15,746-27,169 (+)

27 28

IMGVR_UViG_3300045988_007451|3300045988|Ga0495776_044671: 15,744-26,960 (+)

27

MGV-GENOME-0250517: 15,746-26,496 (+)

27

IMGVR_UViG_3300045988_007455|3300045988|Ga0495776_044929: 15,804-27,134 (+)

27

MGV-GENOME-0250573: 15,708-26,506 (+)

26

MGV-GENOME-0287953: 15,808-28,058 (+)

PDC-S05_WP_190995815.1 (CDS_0027)
28 29

MGV-GENOME-0250548: 15,759-26,573 (+)

26

MGV-GENOME-0254134: 13,070-27,088 (+)

17
18

19 25 27

MGV-GENOME-0244393: 13,071-25,608 (+)

25
endolysin (CDS_0026)

2728

MGV-GENOME-0258629: 13,035-25,210 (+)

26 27

IMGVR_UViG_3300029413_000217|3300029413|Ga0243792_1000058|78156-127729: 15,761-39,255 (+)

PDC-S01_WP_067088819.1 (CDS_0026)
27 28 29 30 31

ABC transporter (CDS_0032)
33 34 35 36

transcriptional repressor (CDS_0037)

38 42

IMGVR_UViG_3300029594_000241|3300029594|Ga0245142_100159|53541-101841: 15,815-38,037 (+)

PDC-S01_WP_067088819.1 (CDS_0026)

27 28
ABC transporter (CDS_0029)

30 31 32 33 34
transcriptional repressor (CDS_0035)

36 40 41

MGV-GENOME-0275221: 15,745-30,920 (+)

27 28 29 30
transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300045988_013250|3300045988|Ga0495776_113674: 15,744-30,527 (+)

27 28 29
UmuD-like protein (CDS_0030)

transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300029481_000299|3300029481|Ga0244053_100081|47664-89969: 15,805-31,986 (+)

27 28 29 30
transcriptional repressor (CDS_0031)

32

MGV-GENOME-0314350: 15,747-31,584 (+)

AbiQ (CDS_0027) 28 29 30
UmuD-like protein (CDS_0031)

transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300029566_000330|3300029566|Ga0244934_100243|24025-65365: 15,744-31,090 (+)

21 28 29 30 31
transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300045988_009429|3300045988|Ga0495776_110422: 15,708-31,373 (+)

26
SspD_00001 SspD (CDS_0027)

28 29

UmuD-like protein (CDS_0030)
transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300045988_008359|3300045988|Ga0495776_070743: 15,708-31,461 (+)

26
SspD_00001 SspD (CDS_0027)

28 29

UmuD-like protein (CDS_0030)
transcriptional repressor (CDS_0031)

32

MGV-GENOME-0304376: 15,746-31,367 (+)

PDC-S01_WP_067088819.1 (CDS_0027) 28 29
UmuD-like protein (CDS_0030)

transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300045988_014069|3300045988|Ga0495776_179808: 15,744-31,532 (+)

27 28
UmuD-like protein (CDS_0029)

transcriptional repressor (CDS_0030)

31

IMGVR_UViG_3300045988_023910|3300045988|Ga0495776_185502: 15,744-32,128 (+)

27 28 29 30 31
transcriptional repressor (CDS_0032)

33

Ma_2019_SRR413678_NODE_871_length_40803_cov_6.582188: 15,735-30,440 (+)

27 28
transcriptional repressor (CDS_0029)

transcriptional repressor (CDS_0030)

31

MGV-GENOME-0303464: 15,744-30,315 (+)

27 28
UmuD-like protein (CDS_0029)

transcriptional repressor (CDS_0030)

31

IMGVR_UViG_3300029788_000349|3300029788|Ga0243743_1000452|231-41674: 15,751-31,202 (+)

26 27 28 29
transcriptional repressor (CDS_0030)

31

IMGVR_UViG_3300029795_000414|3300029795|Ga0243742_1000681|3-40557: 15,751-30,313 (+)

26 27 28
transcriptional repressor (CDS_0029)

30

IMGVR_UViG_3300029604_000327|3300029604|Ga0245147_100509|8055-49253: 15,757-30,889 (+)

26 27 28 29
transcriptional repressor (CDS_0030)

31

MGV-GENOME-0314633: 15,750-35,192 (+)

AbiEii_WP_096461967.1 AbiEii (CDS_0027)
AbiEi_WP_101304315.1 AbiEi (CDS_0028)

29 30
endolysin (CDS_0031)

32 33

UmuD-like protein (CDS_0034)
transcriptional repressor (CDS_0035)

36

IMGVR_UViG_3300045988_010288|3300045988|Ga0495776_008175: 15,710-30,667 (+)

26 27
UmuD-like protein (CDS_0028)

transcriptional repressor (CDS_0029)

30 31

IMGVR_UViG_3300007501_000003|3300007501|Ga0104994_100602: 15,858-30,379 (+)

25 26 27
transcriptional repressor (CDS_0028)

29

MGV-GENOME-0283366: 15,815-32,602 (+)

26
ABC transporter (CDS_0027)

28 29

UmuD-like protein (CDS_0030)
transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300045988_017062|3300045988|Ga0495776_132306: 15,759-34,018 (+)

27 28
29

30 31 32 33
transcriptional repressor (CDS_0034)

35

MGV-GENOME-0327604: 13,069-27,067 (+)

18 24
endolysin (CDS_0025)

transcriptional repressor (CDS_0026)
transcriptional repressor (CDS_0027)

28

MGV-GENOME-0274031: 15,801-30,724 (+)

27
28 29 30

UmuD-like protein (CDS_0031)
transcriptional repressor (CDS_0032)

33

MGV-GENOME-0274894: 15,744-30,856 (+)

27 28 29
UmuD-like protein (CDS_0030)

transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300029396_000130|3300029396|Ga0242782_100016|254318-296638: 15,801-32,070 (+)

27 28 29 30 31
transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300029313_000159|3300029313|Ga0242781_100511|9299-51186: 15,801-31,637 (+)

27 28 29 30
transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300029352_000146|3300029352|Ga0242801_100481|3-41915: 15,801-31,662 (+)

27 28 29 30
UmuD-like protein (CDS_0031)

transcriptional repressor (CDS_0032)

33

MGV-GENOME-0337518: 15,744-31,446 (+)

27 28 29 30
UmuD-like protein (CDS_0031)

transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300045988_014074|3300045988|Ga0495776_109834: 15,748-31,121 (+)

27 28 29
transcriptional repressor (CDS_0030)

31

MGV-GENOME-0329555: 15,746-30,175 (+)

27 28
transcriptional repressor (CDS_0029)

transcriptional repressor (CDS_0030)

31

MGV-GENOME-0280218: 15,744-31,516 (+)

27 28 29
UmuD-like protein (CDS_0030)

transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300029725_000204|3300029725|Ga0245208_100446|16617-57239: 15,708-30,302 (+)

26 27 28
transcriptional repressor (CDS_0029)

30 34

MGV-GENOME-0347343: 15,743-32,239 (+)

PDC-S23_WP_205131397.1 (CDS_0027)

28 29 30
UmuD-like protein (CDS_0031)

transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300045988_008382|3300045988|Ga0495776_110261: 15,758-31,219 (+)

26 27 28
transcriptional repressor (CDS_0029)

transcriptional repressor (CDS_0030)

31

MGV-GENOME-0281984: 15,707-31,024 (+)

26 27 28 29
transcriptional repressor (CDS_0030)

31

IMGVR_UViG_3300045988_014491|3300045988|Ga0495776_185059: 15,745-32,652 (+)

PDC-S05_WP_190995815.1 (CDS_0027)

28 29 30
UmuD-like protein (CDS_0031)

transcriptional repressor (CDS_0032)

33

IMGVR_UViG_3300029758_000008|3300029758|Ga0242784_100650: 15,801-32,809 (+)

27 28

Retron_VI__HTH (CDS_0029)

30 31 32
UmuD-like protein (CDS_0033)

transcriptional repressor (CDS_0034)

35

IMGVR_UViG_3300045988_070925|3300045988|Ga0495776_179415: 15,804-29,984 (+)

PDC-S01_WP_067088819.1 (CDS_0027)
28

transcriptional repressor (CDS_0029)

30

IMGVR_UViG_3300021431_000039|3300021431|Ga0224423_10001235: 13,067-30,659 (+)

holin (CDS_0024)
25 26 27 28

transcriptional repressor (CDS_0029)
30 36

SRS020394_a1_ct11876_vs01: 15,708-46,642 (+)

27 28 29 30 31 32 33

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0034)
mREase_II_00005 Type (CDS_0035)

36 37

thioredoxin domain (CDS_0038)

39
acetyltransferase (CDS_0040)

ABC-type heme transporter (VF0739) (CDS_0041)

42 43

AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NF043067.1) (CDS_0044)

45 46 47 48 49
transcriptional repressor (CDS_0050)

51

MGV-GENOME-0334493: 15,707-46,260 (+)

26 27 28 29 30 31 32

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0033)

metallo-protease (CDS_0034)

35
DNA polymerase (CDS_0036)

37 38

retron_type_VI_hth_cluster2_1 (CDS_0039)
MazEF__MazF (CDS_0040)

41 42 43 44 45 46
transcriptional repressor (CDS_0047)

transcriptional repressor (CDS_0048)

49

IMGVR_UViG_3300045988_045150|3300045988|Ga0495776_159442: 15,744-43,837 (+)

UmuD-like protein (CDS_0027)
transcriptional repressor (CDS_0028)

29
30

31 32 33 34
35

36 37 38 39 40 41 4243 44
45

46 47

MGV-GENOME-0357087: 15,744-43,837 (+)

transcriptional repressor (CDS_0027)
transcriptional repressor (CDS_0028)

29
30

31 32 33 34
35

36 37 38 39 40 41 4243 44
45

46 47

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


