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MGV-GENOME-0250550: 15,708-26,496 (+)
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IMGVR_UViG_3300029481 000299|3300029481|Ga0244053_100081|47664-89969: 15,805-31,986 (+)
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transcriptional repressor (CDS_0031)
UmuD-like protein (EDS_0030)
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transcriptional repressor (CDS_0030)
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MGV-GENOME-0314633: 15.750-35.192 (+)
transcriptional repressor (CDS_0029)
UmuD-like protein (EDS_0028)
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transcriptional repressor (CDS_0031)
UmuD-like protein (CDS_0030)
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transcriptional repressor (CDS_0032)
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transcriptional repressor (CDS_0031)
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27 2829 30 | | 33
O WO O—EH-AEH PO
I N N — el e
IMGVR_UViG_3300029352 000146|3300029352|Ga0242801_100481|3-41915:15,801-31,662 (+)
transcriptional repressor (CDS_0032)
UmuD-like protein (EDS_0031)
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IMGVR_UViG_3300045988 014074|3300045988|Ga0495776_109834:15,748-31,121 (+)

transcriptional repressor (CDS_0030)
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MGV-GENOME-0329555: 15,746-30,175 (+)
transcriptional repressor (CDS_0031)
UmuD-like protein (EDS_0030)
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IMGVR_UViG_3300029725_000204|3300029725|Ga0245208_100446[16617-57239: 15,708-30,302 (+)
transcriptional repressor (CDS_0032)
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transcriptional repressor (CDS_0030)
transcriptional repressor (CDS_0029)
26 27 28 | 31

|
i
8-

IMGVR _UViG_3300045988 008382|3300045988|Ga0495776_110261:15,758-31,219 (+)
transcriptional repressor (CDS_0030)
26 27 2829 | 31
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PDC-S05_WP_190995815.1 (CDS_0027)
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IMGVR _UViG_3300045988 014491|3300045988|Ga0495776_185059: 15,745-32,652 (+)
transcriptional repressor (CDS_0034)
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UmuD-like protein (CDS_0033)
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IMGVR_UViG_3300029758 000008|3300029758|Ga0242784_100650: 15,801-32,809 (+)
transcriptional repressor (CDS_0029)
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IMGVR_UViG_3300045988_070925|3300045988|Ga0495776_179415:15,804-29,984 (+)
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IMGVR_UViG_3300021431_000039|3300021431|Ga0224423_10001235:13,067-30,659 (+)
AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (CDS_0044)
ABC-type heme transporter (VF0739) (CDS_0041)
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mREase_| I_60005 Type (CDS_0035)
thioredoxin domain (CDS_0038)
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MGV-GENOME-0334493: 15,707-46,260 (+)
transcriptional repressor (CDS_0028)
UmuD-like protein (EDS_0027)
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IMGVR_UViG_3300045988 045150I3300045988\Ga0495776 159442:15, 744 43,837 (+)
transcriptional repressor (CDS_0028)
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MGV-GENOME-0357087:15,744-43,837 (+)
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