
MGV-GENOME-0325758: 19,818-30,732 (+)

29 30 31
RT_III-AM_III-B_2 (CDS_0032)

33 34 35 36 37

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0038)

39

MGV-GENOME-0325631: 19,116-28,849 (+)

30 31
32

uvig_85809: 19,818-39,213 (+)

tail protein 34 35
GtcA (VF0607) (CDS_0036)

37 38

CAI-1 (VF0405) (CDS_0039)

40 41
42

43 44 45

Uzume__UzuA (CDS_0046)

47

IMGVR_UViG_3300045988_119528|3300045988|Ga0495776_178653: 19,818-33,739 (+)

34 35 36
37

38 39 40

Uzume__UzuA (CDS_0041)

42

MGV-GENOME-0307757: 19,116-30,124 (+)

30 31 32 33 34
Uzume__UzuA (CDS_0035)

36

IMGVR_UViG_3300029858_000360|3300029858|Ga0245300_100423|2-57003: 19,123-38,377 (+)

30 31

endolysin (CDS_0032)

33 34
35

36 37 38

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0039)

40
41

Uzume__UzuA (CDS_0042)

43 4445

IMGVR_UViG_3300045988_108419|3300045988|Ga0495776_150197: 18,651-35,095 (+)

30 31 32 33 34 35 36 37 38 39

IMGVR_UViG_3300045988_143745|3300045988|Ga0495776_147014: 18,152-37,110 (+)

tail protein (CDS_0024) 29 30 31 32 33
34

35 36 37 38 39 40 4142

uvig_209501: 19,123-55,477 (+)

30 31

endolysin (CDS_0032)

33 34
35

36 37 38 39 40

41

42
43

44

glycosyltransferase (CDS_0045)

46
47

48 49

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (CDS_0050)

51 52 53 54
55

56 57

Uzume__UzuA (CDS_0058)

59 6061

IMGVR_UViG_3300029406_000005|3300029406|Ga0242805_100260: 20,161-52,670 (+)

33 34 35 36 37
38

39 40 41 42 43 44 45 46

anti-RM (APIS136) (CDS_0047)

48 49
50

51
52

53
54

55

nucleoside 2-deoxyribosyltransferase (CDS_0056)
ATPase (CDS_0057)

58 59 60 61
62

63
64

65 66

10000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) virulence (VFDB)

anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


