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MGV-GENOME-0168387: 14,870-22,969 (+)
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MGV-GENOME-0174951: 14,750-23,784 (+)
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MGV-GENOME-0163698: 14,870-22,312 (+)
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IMGVR_UViG_3300045988_165087|3300045988|Ga0495776_143645: 14,870-35,206 (+)
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MGV-GENOME-0167895: 14,870-22,898 (+)
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SRS045528_a1_ct22127_vs01: 16,364-26,314 (+)
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8000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)

anti-defence (dbAPIS) tRNA pseudogene


