toxin-antitoxin system HicB-like (CDS_0032)
transcriptional regulator (‘C'BS,0030)
tail fiber protein (CDS_0020) toxin (CDS_0031)
24 RNA-lIle(TAT) 36
21 22 23[25 26272829 | | 13334 35]37 terminase small subunit (CDS_0038)
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MGV-GENOME-0162116: 14,870-22,102 (+)
toxin-antitoxin system HicB-like (CDS_0031)
transcriptional regulator (EBS_0029)
toxin (CDS_0030)
25262728 | ] | 3233
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MGV-GENOME-0157029: 14,870-21,423 (+)
toxin (CDS_0026)
25 | toxin-antitoxin system HicB-like (CDS_0027)
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MGV-GENOME-0141372:14,870-19,439 (+)
phosphoadenosine phosphosulfate reductase (CDS_0029)
RNA polymerase sigma factor (CDS_0028) toxin-antitoxin system HicB-like (CDS_0039)

transcriptional regulator (E'BS_0037)
27 31 toxin (CDS_0038)
25 267 30 3233343536 | | | 4041
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ivig_101:14,870-24,250 (+)
phosphoadenosine phosphosulfate reductase (CDS_0026)
toxin-antitoxin system HicB-like (CDS_0035)
transcriptional regulator 65_0033)
27 toxin (CDS_0034)
25 T28 29303132 | T | 3637
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MGV-GENOME-0168387:14,870-22,969 (+)
phosphoadenosine phosphosulfate reductase (CDS_0033)
RNA polymerase sigma factor (CDS_0032)
retron_type_V_csd_cluster85_1 (CﬁOSO) transcriptional regulator (CDS_0038)
anti-repressor (CDS_0028) 37 toxin-antitoxin system HicB-like (CDS_0040)
25 26 27 29 | 31 34 3536 toxin (CDS_0039)
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ivig_3993: 14,870-27,030 (+)
transcriptional regulator (CDS_0034)
MTase_Il_00107 Type (CDS_0027)  MTase_I[_00039 Type (CDS_0035)
25 26 282930 31 3233 | 3637
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MGV-GENOME-0174951:14,750-23,784 (+)
transcriptional regulator (CDS_0032)
MTase_I[_00039 Type (CDS_0033)
30 ‘

25 26 27 28 29 [31 3435
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MGV-GENOME-0163698: 14,870-22,312 (+)
26
25] 2728
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MGV-GENOME-0136666: 14,870-18,907 (+)
toxin-antitoxin system HicB-like (CDS_0044)
Lar anti-RM (API1S033) (CDS_0030) transcriptional regulator (CDS_0042)
26 35 40toxin (CDS_0043)
251272829| 313233 3436373839 [41 | | | 4546
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uvig 456681:14,870-24,992 (+)

amidase (CDS_0028) 34 36 MTase_lI_00039 Type (CDS_0040)
25 tail protein (CDS_0026) 27 29 30 31 32 33 357 37 38 39 4142
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IMGVR_UViG_3300045988_165087|3300045988|Ga0495776_143645: 14,870-35,206 (+)

28 MTase_I1_00039 Type (CDS_0032)
252627 ] 29 30 31 3334
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MGV-GENOME-0167895: 14,870-22,898 (+)
PDC-S03_WP_114299349.1 (CDS_0030)
anti-repressor (CDS_0028)
25 26 27 29 31
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OTU_5139:14,807-22,585 (+)
4 3 2 anti-repressor (CDS_0001)

— | — | I I
OTU_6220:63-5,002 (-)
PDC-S03_WP_114299349.1 (CDS_0030)
anti-repressor (CDS_0028)
25 26 27 29 31 32 33
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OTU_4840: 14,869-23 932 (+)
retron_type_V_csd_cluster85_1 (CDS_0033)
anti-SOS response (APIS178) (CDS_0031)
anti-repressor (CDS_0030) |drt-cluster579 DRT (CDS_0035)
27 28 29 | | 32 34 36 37 38 39
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SRS045528_al_ct22127_vs01:16,364-26,314 (+)

8000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
— L]

anti-defence (dbAPIS) tRNA pseudogene
I




