unknown function (CDS_0008)

V_U4 CAS-V-F; (CDS_0006)
1 2 3 4 5 7 9 10 11 12 13 14 15 16 17

MGV-GENOME-0326751:231-11,880 (+)

unknown function (CDS_0063)
69 68 67 66 65 64 62 61 60

IMGVR | UVlG 3300045988 182067|3300045988\GaO495776 136497 37,040-46,891(-)
1 2 3 4

MGV-GENOME-0309971:60-6,559 (+)

RnlAB__RnIB (CDS_0006) unknown function (CDS_0014)
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MGV-GENOME-! 0333234 268-15,744 (+)
RnlAB__RnIB (CDS_0093) unknown function (CDS_0087)
96 95 94 —r 92 91 90 89 88 86 85 84 83 79

IMGVR UVlG 3300029709 000341|3300029709\Ga0245177 100232|1-73479: 60,089-73,479 (-)
unknown function (CDS_0065)
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\MGVR UViG_3300045988 182122|3300045988\Ga0495776 114353:41,259-52,414 (-)

unknown function (CDS_0066)
0 79 78 77 76 75 74 73 72 71 70 69 transposase (CDS_0068) 67 65 64 63 58 56
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IMGVR_UViG_3300045988_182065|3300045988|Ga0495776_037193:40,492-57,073 (-)
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MG\/ GENOME- 0352229 56,442-69,205 (-)
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\MGVR UViG_3300045988 182657|3300045988\Ga0495776 155502: 56,442-69,205 (-)
3 4 5 67 8 9 10
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MGV GENOME- 0344119 134-10, 236( )
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MGV-GENOME-0333137:54-9,279 (+)
72 70
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66 65 64 63 62

MGV GENOME 0319187:42,159-53,775 (-)
72 71 70 69
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IMGVR_UViG_3300045988_182301[3300045988|Ga0495776_077648:42,159-53,775 (-)

80 79

IMGVR_UViG_3300045988_183241[3300045988|Ga0495776_122105: 60,076-63,863 (-)
6000 nt !
integration and excision unknown function defence (DefenseFinder) defence (PADLOC)




