PDC-M10A_WP_227054025.1 (CDS_0064)
PDC-M10B_WP_205449755.1 (CDS_0063)

letA_00002 (CDS 0058)
V_U4 CAS-V-F; (CDS_0073) DarTG_DarG (CDS_0079)
59 60T 62 65 66 6768 69 70 7172 74 7576 77 78 80 81 82
KSR SO, 0 OO S\ .8, G g G . G G 3,3 S i 6 Gy G W

IMGVR_UViG_3300045988_181887|3300045988|Ga0495776_090670: 42,142-61,285 (+)
17 13 12 11 10 9 87 6 54 3 2 1

MGV-GENOME-0316592: 93-15,182 (-)
transposase (CDS_0012) V_U4 CAS-V-F; (CDS_0005)
13 1110 9 8 76 4 32 1

|

|

:
:

MGV-GENOME-0244765:53-12,299 (-)

RM_Type_IIG_Type_IIG_1 (CDS_0003)
DarTG__DarG (CDS_0009) RM_Type_I_5_.06 (CDS_0004) transposase (CDS_0001)

21 20 19 1817 16 1514 13 12 11 V_U4CAS-V-F;(CDS0010) 8 7 6 5 | 2 T
cae-Cd—C ¢ T -C 0 aE - GR@ - - a@a@mcTT T D

IMGVR_UViG_3300045988_183241|3300045988|Ga0495776_122105:60-22,516 (-)
15 14 1312 11 10 9 8 7 65 4 32 1

IMGVR_UViG_3300029709_000341|3300029709|Ga0245177_100232[1-73479: 1-14,472 (-)

58 59 6061 62 63 64 65 66 6768 69 70 71 72
S O O O O GO, S, T € S, W3 G 0 WO
MGV-GENOME-0315512:38,076-51,849 (+)

42 4344 45 46

N
N

MGV-GENOME-0249945:26,112-33,856 (+)
transposase (CDS_0005)
4 32 1

|
|
|
l#

MGV-GENOME-0296304: 184-8,373 (-)
transposase (CDS_0005)
6 4 32 1

l%

IMGVR_UViG_3300045988_180859|3300045988|Ga0495776_146983: 184-9,331 (-)
33 3435 36 37

MGV-GENOME-0196860: 20,731-27,411 (+)
1

—
IMGVR_UViG_3300045988_182065|3300045988|Ga0495776_037193:1-3,668 (-)

65

—
MGV-GENOME-0309971:46,577-49,930 (+)

2 1

45988_182122|3300045988|Ga0495776_114353: 1-4,908 (-)
76 77 787980
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MGV-GENOME-0326751:50,963-57,443 (+)
73 74 75 76

MGV-GENOME-0333137:52,606-58,819 (+)

I‘
wW

MGV-GENOME-0243815:29,681-34,057 (+)
Type_V_V_U3 Cas12 (CDS_0034)

e —
MGV-GENOME-0188708:20,286-25,912 (+)

38

w
O

—_—)—

MGV-GENOME-0198695:22,111-27,744 (+
15 14 1312 11 0 9 8 7 6

IMGVR_UViG_3300045988_182657|3300045988|Ga0495776_155502: 2,545-12,572 (-)

tRNA-Undet(NNN)
26 27 28 29 30 32

MGV-GENOME-0191317: 14,846-25,581 (+)
transposase (CDS_0084) dCMP deaminase (CDS_0087)
transposase (CDS_0085)
81 82 83 | 86 88 89 90

|

|

|
\
4‘

[ 8000 nt i
DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) tRNA
I




