
MGV-GENOME-0349504: 894-5,633 (+)

1

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0002)

3 4
Rha-like transcriptional regulator (CDS_0005)

6 7

retron_type_VI_hth_cluster2_1 (CDS_0008)

9 exonuclease (CDS_0010)

MGV-GENOME-0238384: 227-5,084 (+)

1
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0002)

3 4 5 transcriptional regulator (CDS_0006)

MGV-GENOME-0262951: 1-5,804 (+)

1
tRNA-Asn(GTT)

2

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0003)

4 Rha-like transcriptional regulator (CDS_0005)

MGV-GENOME-0259679: 3-5,207 (+)

1 2
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0003)

4 Rha-like transcriptional regulator (CDS_0005)

MGV-GENOME-0257391: 32,771-37,417 (-)

Rha-like transcriptional regulator (CDS_0054)55
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0056)
57

IMGVR_UViG_3300029396_000194|3300029396|Ga0242782_100499|2-59552: 1-9,499 (+)

Pseudomonine (VF0936) (CDS_0001)

2
Gabija__GajB_2 (CDS_0003)

4 5

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0006)

7 Rha-like transcriptional regulator (CDS_0008)

IMGVR_UViG_3300045988_116378|3300045988|Ga0495776_157377: 321-6,839 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

IMGVR_UViG_3300045988_129030|3300045988|Ga0495776_156054: 50,779-57,297 (-)

Rha-like transcriptional regulator (CDS_0071)72737475

MGV-GENOME-0274512: 1-7,972 (+)

Gabija__GajB_2 (CDS_0001)
2 3 4 5 Rha-like transcriptional regulator (CDS_0006)

uvig_460215: 52,937-60,635 (-)

Rha-like transcriptional regulator (CDS_0075)76
transcriptional repressor (CDS_0077)

78798081

IMGVR_UViG_3300045988_115426|3300045988|Ga0495776_130427: 498-5,068 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

IMGVR_UViG_3300029421_000277|3300029421|Ga0243844_100562|2-56927: 1-6,751 (+)

1 2 3 4 5 6 transcriptional regulator (CDS_0007)

uvig_454415: 2-8,531 (+)

1 2 3 4 5 Rha-like transcriptional regulator (CDS_0006)

MGV-GENOME-0257153: 33,170-37,954 (-)

Rha-like transcriptional regulator (CDS_0055)
56

575859

MGV-GENOME-0261518: 1-5,536 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

MGV-GENOME-0257655: 3-4,897 (+)

1 2 3 4 Rha-like transcriptional regulator (CDS_0005)

IMGVR_UViG_3300045988_116371|3300045988|Ga0495776_152004: 1-5,983 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

IMGVR_UViG_3300029241_000010|3300029241|Ga0167490_100285: 2-5,231 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

MGV-GENOME-0316242: 325-6,350 (+)

1 2 3 4 5 transcriptional regulator (CDS_0006)

IMGVR_UViG_3300045988_112110|3300045988|Ga0495776_151880: 240-6,232 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

MGV-GENOME-0342892: 51,009-59,276 (-)

transcriptional regulator (CDS_0075)
76

777879808182

IMGVR_UViG_3300029735_000250|3300029735|Ga0245259_100336|6198-62312: 50,410-56,115 (-)

Rha-like transcriptional regulator (CDS_0073)
74

757677

MGV-GENOME-0308669: 1-4,937 (+)

1 2 3 4 transcriptional regulator (CDS_0005)

MGV-GENOME-0267960: 2-7,184 (+)

1 2 3 4 5 transcriptional regulator (CDS_0006)

IMGVR_UViG_3300045988_113220|3300045988|Ga0495776_130423: 487-4,970 (+)

1 2 3 transcriptional regulator (CDS_0004)

MGV-GENOME-0316339: 33,155-38,765 (-)

transcriptional regulator (CDS_0055)
56

575859

IMGVR_UViG_3300045988_104948|3300045988|Ga0495776_164099: 50,404-55,087 (-)

Rha-like transcriptional regulator (CDS_0074)757677

MGV-GENOME-0338570: 50,442-56,039 (-)

7273747576

uvig_246356: 267-4,888 (+)

1 2 3 transcriptional regulator (CDS_0004)

uvig_429449: 50,461-53,175 (-)

72

uvig_325016: 1-14,392 (+)

BopD (VF0362) (CDS_0001)
2 3 4 5

vanZ-A-NCBIFAM glycopeptide resistance protein VanZ-A (NF033125.2) (CDS_0006)

7 8 9
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0010)

11 12 transcriptional regulator (CDS_0013)

MGV-GENOME-0335354: 50,478-54,853 (-)

73747576

MGV-GENOME-0279906: 604-4,979 (+)

1 2 3 4

MGV-GENOME-0267363: 395-6,641 (+)

1 2 3 4 5

IMGVR_UViG_3300029393_000300|3300029393|Ga0243986_1000023|83073-137068: 50,543-53,996 (-)

7374

MGV-GENOME-0306537: 415-4,777 (+)

1 2 3 4

MGV-GENOME-0322143: 228-4,287 (+)

1 2 3 4

MGV-GENOME-0243462: 259-4,408 (+)

1 2 3 4

uvig_197247: 50,745-55,840 (-)

7475767778

IMGVR_UViG_2899876472_000003|2899876472|2899876506|77856-132583: 50,109-54,728 (-)

73747576

ivig_2018: 50,817-57,308 (-)

7576777879

MGV-GENOME-0318221: 49,287-53,313 (-)

676869
70

IMGVR_UViG_3300045988_121707|3300045988|Ga0495776_147119: 571-4,898 (+)

1 2 3 4

MGV-GENOME-0330196: 50,890-55,196 (-)

73747576

IMGVR_UViG_3300029789_000283|3300029789|Ga0243734_1000229|13775-68550: 50,554-54,776 (-)

75767778

IMGVR_UViG_3300029793_000454|3300029793|Ga0243738_1000289|5305-60074: 1-4,223 (+)

1 2 3 4

IMGVR_UViG_3300045988_120295|3300045988|Ga0495776_160549: 742-6,694 (+)

1 2 3 4 5

uvig_450389: 3-7,958 (+)

1 2 3 4 5 6 7

MGV-GENOME-0336060: 50,445-56,473 (-)

7374757677

uvig_253356: 1-6,067 (+)

BopD (VF0362) (CDS_0001)
2 3 4 5

MGV-GENOME-0333259: 857-5,885 (+)

1 2 3 4

uvig_71732: 71,288-87,582 (-)

90919293949596
ABC transporter (VF0818) (CDS_0097)

ABC transporter (VF0818) (CDS_0098)

99100
ATP-dependent protease (CDS_0101)
102

MGV-GENOME-0323151: 51,058-55,258 (-)

74757677

IMGVR_UViG_3300045988_117806|3300045988|Ga0495776_156260: 487-4,686 (+)

1 2 3 4

MGV-GENOME-0277467: 321-6,316 (+)

1 2 3 4 5

uvig_173213: 50,922-63,457 (-)

737475767778
ABC transporter (VF0818) (CDS_0079)

ABC transporter (VF0818) (CDS_0080)

MGV-GENOME-0310242: 2-5,578 (+)

1 2 3 4 5

uvig_73833: 51,026-75,251 (-)

transcriptional regulator (CDS_0075)
76

77787980818283

ABC transporter (VF0818) (CDS_0084)
ABC transporter (VF0818) (CDS_0085)

868788899091

uvig_282409: 30,434-49,083 (-)

transcriptional regulator (CDS_0054)55

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0056)

575859
ABC transporter (CDS_0060)

6162
Purine synthesis (VF0811) (CDS_0063)

64656667

uvig_533491: 50-21,657 (+)

1

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0002)

3 4 5
AbiLi-1 AbiLi (CDS_0006)

7 8

PDC-S70_WP_201568547.1 (CDS_0009)

10 11 12 13 14 15
VirR/VirS two component system (VF0729) (CDS_0016)

17 18 19 20 21 22 23 24 25

uvig_144197: 51,009-68,482 (-)

transcriptional regulator (CDS_0075)
76

77787980818283
VirR/VirS two component system (VF0729) (CDS_0084)

858687888990
PDC-S70_WP_201568547.1 (CDS_0091)

92

uvig_455758: 16,621-22,995 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0020)
DNA methyltransferase (CDS_0021)

22
23 24 25

26
27 ATPase (CDS_0028)

uvig_263391: 44,779-51,151 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0064)
65

uvig_442440_: 45,944-51,545 (+)

radical SAM domain protein (CDS_0061)

uvig_201099: 71,134-77,490 (-)

83
84

DNA methyltransferase (CDS_0085)
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0086)

MGV-GENOME-0341884: 994-7,350 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0007)
DNA methyltransferase (CDS_0008)

9 10

IMGVR_UViG_3300029320_000001|3300029320|Ga0242818_100358: 1-4,110 (-); 53,459-55,818 (-)

1

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0002)

76
77

uvig_251093: 8,506-14,885 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0018)
DNA methyltransferase (CDS_0019)

20

Kang_0045_ST002_N_NODE_41_length_55603_cov_46.136819: 15,386-21,780 (-)

30
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0031)

ivig_850: 46,838-53,214 (-)

66
DNA methyltransferase (CDS_0067)

6869

IMGVR_UViG_3300029357_000350|3300029357|Ga0243847_100473|787-55535: 1,860-8,240 (+)

11 12 13

MGV-GENOME-0323066: 51,721-55,701 (+); 1-2,441 (+)

1 278 79 80
81

MGV-GENOME-0292794: 1,039-6,496 (+)

8

9000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) AMR (AMRFinderPlus) tRNA


