
uvig_225068: 24,123-41,439 (+)

Reverse transcriptase

28

holin (CDS_0029)
endolysin (CDS_0030)

31 32

capH (CDS_0033)

34 35 36
NAD synthetase (CDS_0037)

38 39 Gabija__GajB_2 (CDS_0040) 41

uvig_71732: 60-25,135 (-)

123456789Gabija__GajB_2 (CDS_0010)1112
NAD synthetase (CDS_0013)

141516
capH (CDS_0017)

holin (CDS_0021)

uvig_450389: 54,269-81,021 (+)

capH (CDS_0082) 83 84
NAD synthetase (CDS_0085)

86 87 Gabija__GajB_2 (CDS_0088) 89 90 91 92
93

94 95 96

Lipoprotein diacylglyceryl transferase lgt (VF0790) (CDS_0097)

98 99 100

MGV-GENOME-0220720: 27,084-31,672 (+)

36 37

MGV-GENOME-0217612: 26,753-31,134 (+)

36

IMGVR_UViG_3300045988_115426|3300045988|Ga0495776_130427: 50,578-55,548 (+)

capH (CDS_0077)
78

79

MGV-GENOME-0323328: 3-4,963 (-)

12capH (CDS_0003)

IMGVR_UViG_3300045988_113220|3300045988|Ga0495776_130423: 50,783-55,537 (+)

capH (CDS_0077) 78

MGV-GENOME-0308928: 3-4,754 (-)

1capH (CDS_0002)

MGV-GENOME-0220336: 2-4,632 (-)

12

MGV-GENOME-0218471: 26,861-31,288 (+)

36

MGV-GENOME-0322143: 50,239-55,247 (+)

capH (CDS_0075)
76

77

MGV-GENOME-0268079: 1-5,015 (-)

12capH (CDS_0003)

IMGVR_UViG_3300045988_116378|3300045988|Ga0495776_157377: 52,928-57,725 (+)

capH (CDS_0075) 76

MGV-GENOME-0274403: 3-4,820 (-)

1capH (CDS_0002)

IMGVR_UViG_3300045988_097536|3300045988|Ga0495776_026607: 3-4,892 (-)

1capH (CDS_0002)

IMGVR_UViG_3300045988_118817|3300045988|Ga0495776_130323: 50,569-55,432 (+)

capH (CDS_0075) 76

MGV-GENOME-0324168: 1-5,055 (-)

12capH (CDS_0003)

MGV-GENOME-0287985: 2-4,533 (-)

1

MGV-GENOME-0219864: 27,009-31,529 (+)

36

IMGVR_UViG_3300029241_000010|3300029241|Ga0167490_100285: 51,387-56,515 (+)

capH (CDS_0078) 79

MGV-GENOME-0301101: 2-5,576 (-)

1

MGV-GENOME-0222967: 1-4,842 (-)

12

uvig_121397: 23,949-30,132 (+)

35 36 37

uvig_454415: 54,803-60,494 (+)

capH (CDS_0079) 80 81

uvig_460215: 2-6,850 (-)

123capH (CDS_0004)

SAMEA2737732_b1_ct118_vs2: 51,439-59,438 (+)

capH (CDS_0076)
77 78 79 NAD synthetase (CDS_0080)

uvig_401106: 2-15,678 (-)

Gabija__GajB_2 (CDS_0001)23
NAD synthetase (CDS_0004)

567capH (CDS_0008)

uvig_164366: 1-11,529 (-)

12
NAD synthetase (CDS_0003)

45capH (CDS_0006)

uvig_253356: 52,362-73,984 (+)

capH (CDS_0079) 80 81
NAD synthetase (CDS_0082)

83 84 85
sporulation protein (CDS_0086)

87 88

uvig_325016: 60,960-93,093 (+)

capH (CDS_0087)
88 89 90

NAD synthetase (CDS_0091)
92 93 94 95 96 97 98 99 100 101 102 103 104

Gabija__GajB_2 (CDS_0105)
106 107 108

uvig_246356: 51,536-81,289 (+)

capH (CDS_0079)
80 81 82

NAD synthetase (CDS_0083)
84 85 86 87 88 89 90 91 92 93 94 95 96 Gabija__GajB_2 (CDS_0097)

uvig_71957: 1-27,420 (-)

DNA helicase (CDS_0001)234567891011121314
NAD synthetase (CDS_0015)

1617capH (CDS_0018)

uvig_201099: 3-28,267 (-)

1
DNA helicase (CDS_0002)

3456789101112131415
NAD synthetase (CDS_0016)

1718capH (CDS_0019)

IMGVR_UViG_3300029352_000002|3300029352|Ga0242801_100457: 39,933-49,839 (-)

exonuclease (CDS_0055)
56

retron_type_VI_hth_cluster2_1 (CDS_0057)

58
59

Rha-like transcriptional regulator (CDS_0060)

61

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0062)

63
capH (CDS_0064)

IMGVR_UViG_3300029634_000002|3300029634|Ga0242800_100369: 42,708-52,614 (+)

capH (CDS_0060)
61

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0062)

63Rha-like transcriptional regulator (CDS_0064)

Kang_0045_ST002_N_NODE_41_length_55603_cov_46.136819: 19,066-28,972 (-)

Rha-like transcriptional regulator (CDS_0037)38

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0039)

4041
capH (CDS_0042)

uvig_430549: 1-7,944 (-); 53,753-68,629 (-)

123capH (CDS_0004) transcriptional regulator (CDS_0075)76

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0077)

787980

ABC transporter (VF0818) (CDS_0081)
ABC transporter (VF0818) (CDS_0082)

8384

ATP-dependent protease (CDS_0085)

MGV-GENOME-0322881: 1-5,452 (-); 51,223-55,618 (-)

1capH (CDS_0002) 7576
77

78

uvig_442440_: 39,096-48,643 (+)

capH (CDS_0051)

52
53

54 55

uvig_251093: 1,402-11,219 (+)

capH (CDS_0007) 8 9 10 11 12

MGV-GENOME-0323066: 44,386-54,434 (+)

capH (CDS_0066)
67

68 69
70

71 72

uvig_254533: 26,603-36,046 (+)

capH (CDS_0035)

36
37

38 39

IMGVR_UViG_3300045988_107650|3300045988|Ga0495776_130432: 19,059-28,707 (-)

3839
40

4142capH (CDS_0043)

MGV-GENOME-0235514: 26,864-34,389 (+)

36
37 38

39
40

41

Rha-like transcriptional regulator (CDS_0042)

43

MGV-GENOME-0323913: 7,927-18,081 (+)

capH (CDS_0017)
18

19 20
21

22

23transcriptional regulator (CDS_0024)

uvig_313614: 1-18,010 (-); 64,669-78,464 (-)

1Gabija__GajB_2 (CDS_0002)34
NAD synthetase (CDS_0005)

67capH (CDS_0008) 81

82
83

84858687

ABC transporter (VF0818) (CDS_0088)
ABC transporter (VF0818) (CDS_0089)

9091

uvig_181754: 61,987-79,890 (+); 1-15,740 (+)

ATP-dependent protease (CDS_0001)
2 3

ABC transporter (VF0818) (CDS_0004)
ABC transporter (VF0818) (CDS_0005)

6 7 8 9 10 11capH (CDS_0083) 84 85
NAD synthetase (CDS_0086)

87 88 Gabija__GajB_2 (CDS_0089) 90

uvig_455758: 65,562-75,474 (+); 1-19,335 (+)

ATP-dependent protease (CDS_0001)

2 3
ABC transporter (VF0818) (CDS_0004)

ABC transporter (VF0818) (CDS_0005)

6 7 8 9 10 11
12

13Rha-like transcriptional regulator (CDS_0014)capH (CDS_0088) 89 90
NAD synthetase (CDS_0091)

92 93

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


