baseplate wedge subunit (CDS_0018)
RNA polymerase beta subunit (CDS_0041)

tail length tape measure protein (CDS_0012) T
tail tube protein (CDS_0010) baseplate wedge subunit (CDS_0020) nucleotide kinase (CDS_0039)
baseplate hub (CDS_0015)|  tail fiber protein (CDS_0021) HNH endonuclease (CDS 0040)
baseplate hub (CDS_0013 baseplate proteln(CDS 0019 24 tRNA-Ser(GGA)
tail protein (CDS_0011) 14 | 16 17 | | | 22 2325 26 | 27 28 29 30 31 32 33 34 3536 3738 42T 44
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MGV-GENOME-0344205: 8,207-33,352 (+)
baseplate wedge subunit (CDS_0017)
baseplate wedge subunit (CDS_0019)
| tailfiber protein (CDS_0020) UmuD-like protein (CDS_0028) Flagella (VF0114) (CDS_0034)
baseplate protein (cDs_0018) 23 DinG CAS-IV-A; (CDS_0031)
16 | 21 2224 25 26 27 29 30 32 33 Flagella (VFO114) (CDS_0035)
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uvig_100070: 8,208-35,665 (+)
baseplate wedge subunit (CDS_0017)
basepIﬁJte wedge subunit (CDS_0019)

tail fiber protein (CDS_0020) HNH endonuclease (CDS_0028)
baseplate protein (CDS_0018) 23 DNA helicase (CDS_0032)
16 | | | 21 2224 25 29 33
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IMGVR_UViG_3300045988_158304|3300045988|Ga0495776_155857:8,199-26,238 (+)
baseplate wedge subunit (CDS_0017)
basepl?ce wedge subunit (CDS_0019)
|  tailfiber protein (CDS_0020)
baseplate protein (CDS_0018) 23 29 HEase_00016 homing (CDS_0031)
16 21 22 24 25 26 287130
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IMGVR_UViG_3300045988_148980|3300045988|Ga0495776_165031:8,208-23,919 (+)
baseplate protein (CDS_0017)

16 18 21

N N N
MGV-GENOME-0250994:8,199-18,454 (+)
baseplate hub (CDS_0013) 14 17

L e ———————————— | . N
uvig_347850:8,199-18,086 (+)

tail length tape measure protein (CDS_0012)
tail sheath (CDS_0009) 13 16 20 21
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MGV-GENOME-0225703: 6,698-18,901 (+)
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