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Gordonla phage Mellie: 39,920-48,014 (+)
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Gordonia_phage_Guacamole: 43,256-49, 893( )
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Gordonia_phage_Begonia: 45,121-50,866 (+)

73 74
I e S

Gordonia_phage_Barco: 43,524-48,904 (+)

NC_030921.1:42,822-49,767 (+)
replication initiation protein (CDS_0068)
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Gordonia_phage_Melba: 42,211-48 349( )
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Gordonia_phage_Lysidious: 46,037-50,947 (+)
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Gordonia_phage_BlingBling: 43,076-48,745 (+)
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Gordonia_phage_Zarbodnamra: 44,689-49,728 (+)
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Gordonia_phage_Archis: 43,597-48,999 (+)
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NC_031249.1:43,541-50,126 (+)

anti-type |1l (APIS168) (CDS_0065) HNH endonuclease (CDS_0070)
64 66 67 replication initiation protein (CDS_0071)
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Gordonia_phage_Jalammah: 42,208-51,126 (+)
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