
MGV-GENOME-0261508: 6,057-31,276 (+)

4

retron_type_VI_hth_cluster2_1 (CDS_0005)
PDC-S22_WP_003530377.1 (CDS_0006)

7 8 DarB-like antirestriction (CDS_0009) 10 11 tRNA-Ser(GCT)
structural protein (CDS_0012)

virion structural protein (CDS_0013)

14 15 16 17

MGV-GENOME-4411580: 6,057-30,070 (+)

DNA methyltransferase (CDS_0009) 10

MGV-GENOME-0248201: 6,057-30,720 (+)

DarB-like antirestriction (CDS_0009) 10 11

MGV-GENOME-0222750: 6,057-26,288 (+)

DarB-like antirestriction (CDS_0009)
DarB-like antirestriction (CDS_0010)

11 12

MGV-GENOME-0211298: 6,057-24,232 (+)

DarB-like antirestriction (CDS_0009)

MGV-GENOME-0218552: 6,057-24,145 (+)

DarB-like antirestriction (CDS_0009) 10

MGV-GENOME-0226693: 6,057-26,953 (+)

DarB-like antirestriction (CDS_0009)

MGV-GENOME-0223491: 6,057-26,403 (+)

DarB-like antirestriction (CDS_0009)
ParB-like partition protein (CDS_0010)

phosphoadenosine phosphosulfate reductase (CDS_0011)

12 13

MGV-GENOME-0245265: 6,075-25,257 (+)

DarB-like antirestriction (CDS_0010) 11 12 tail fiber protein (CDS_0014)

MGV-GENOME-0240120: 3,584-29,504 (+)

3 6
PDC-S22_WP_003530377.1 (CDS_0007)

DarB-like antirestriction (CDS_0010) 11

MGV-GENOME-0232957: 6,102-28,162 (+)

DarB-like antirestriction (CDS_0009) 10 11 12 13
DNA helicase (CDS_0014)

15

SAMN06164510_a1_ct105303_vs1: 1-14,748 (+)
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10000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) tRNA pseudogene


