
uvig_184507: 50-6,026 (+)

1 2 3 4 5
tRNA-Undet(NNN)

6

uvig_427961: 202-5,928 (+)

1

uvig_520183: 3-2,409 (+)

1

uvig_486278: 9,460-15,531 (-)

2324

uvig_330550: 3-3,951 (+)

1 2

uvig_533171: 7,592-11,219 (-)

2021

uvig_534725: 3-7,251 (+)

1 2 3

uvig_518590: 3-6,581 (+)

1 2 3

uvig_268562: 10,387-16,576 (-)

252627

uvig_68544: 50-5,729 (+)

1 2 3 4

uvig_475087: 9,467-18,015 (-)

22232425

uvig_515684: 102-5,965 (+)

1 2
Siderophore-dependent iron uptake system (VF0738) (CDS_0003)

4

uvig_241504: 3-7,415 (+)

1 2 3 4

uvig_300711: 3-7,549 (+)

1 2 3 4

uvig_295627: 82-8,166 (+)

1 2 3 4

uvig_564653: 1-10,814 (+)

1 2 3 4 5

uvig_2366: 11,760-21,691 (-)

2526272829

uvig_466691: 67-8,610 (+)

1 2 3 4 MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (CDS_0005)

uvig_31763: 12,958-21,190 (-)

transaldolase (CDS_0027)28293031

uvig_371277: 2-8,118 (+)

1 2 3 4 5

uvig_9719: 7,825-13,246 (-)

DNA helicase (CDS_0019)

transcriptional regulator (CDS_0020)

2122
transcriptional regulator (CDS_0023)

2425

uvig_124828: 7,716-16,150 (-)

192021222324

uvig_237628: 7,841-20,392 (-)

19202122232425

uvig_22561: 1-6,582 (+)

1 2 3 4

PDC-S09_WP_091549517.1 (CDS_0005)
Retron_IX__HEPN domain (CDS_0006)

7

uvig_474482: 14,584-26,352 (-)

282930313233
head maturation protease (CDS_0034)

DNA binding protein (CDS_0035)

uvig_326784: 14,592-25,528 (-)

2728PDC-S01_WP_067088819.1 (CDS_0029)3031
head maturation protease (CDS_0032)

DNA binding protein (CDS_0033)

uvig_154730: 7,120-14,197 (-)

18192021
replication initiation protein (CDS_0022)

232425

uvig_228501: 7,716-15,775 (-)

192021222324252627

uvig_380984: 3-9,982 (+)

1 2 3 4 9

5000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

AMR (AMRFinderPlus) tRNA


