
MGV-GENOME-0372684: 79,488-88,786 (+)
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PDC-S10_WP_152022085.1 (CDS_0082)
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tRNA-Ser(TGA)

RNA-binding protein (CDS_0084)
homing endonuclease (CDS_0085)
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MGV-GENOME-0371522: 71,718-81,980 (+)
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SAMN11893713_a1_ct2978: 73,679-83,516 (+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0078)
homing endonuclease (CDS_0079)

anaerobic ribonucleoside reductase large subunit (CDS_0080)

MGV-GENOME-0372090: 75,466-85,407 (+)

HNH endonuclease (CDS_0081) 83 85 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0086)

MGV-GENOME-0371098: 75,637-85,491 (+)

82 86 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0087)

MGV-GENOME-0372509: 77,190-86,711 (+)

83
HEase_00029 homing (CDS_0084)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0085)

uvig_55298: 72,665-86,277 (+)

77 HNH endonuclease (CDS_0082) 86
anaerobic ribonucleoside reductase large subunit (CDS_0087)

89

MGV-GENOME-0372470: 73,828-86,322 (+)

HNH endonuclease (CDS_0081)

Shkoporov_2019_SRR9161510_NODE_10_length_118108_cov_85.163105: 71,342-84,718 (+)

79 MTase_II_00060 Type (CDS_0080)

uvig_150749: 77,115-91,128 (+)

HNH endonuclease (CDS_0083)

HEase_00029 homing (CDS_0084)
anaerobic ribonucleoside reductase large subunit (CDS_0085)
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5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC) tRNA pseudogene


