nucleoside triphosphate pyrophosphohydrolase (CDS_0066)
MTase_II_00015 Type (CDS_0069)
63 64 65 67 68 70 71 72
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uvig 558571:40,686-46,216 (+)

MTase_l1_00015 Type (CDS_0063) 65
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uvig_281283:39,335-45,328 (+)
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MGV-GENOME-0260883: 32,126-38,607 (+)
58 MTase_lI_00015 Type (CDS_0063)
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MGV-GENOME-0289729:38,613-44,215 (+)
58 60 61 65 MTase_lI_00015 Type (CDS_0067)
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MGV-GENOME-0300637:39,558-46,798 (+)

E
!

MGV-GENOME-0295447:38,458-45,492 (+)
MTase_II_00015 Type (CDS_0067)
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uvig 398827:41,182-47,242 (+)
60 62 MTase_II_00015 Type (CDS_0063)
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uvig_173561:39,588-46,921 (+)
MTase_II_00015 Type (CDS_0056)

MGV-GENOME-0285271:33,244-39,656 (+)
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Ma_2019_SRR413617 NODE_328_length_46799_cov_4.746941:39,558-46,798 (+)
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MGV-GENOME-0276903: 34,574-41,608 (+)
head-tail adaptor (CDS_0002)
65 terminase large subunit (CDS_0001)
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TemPhD_cluster_48025:39,629-46,668 (+); 1-2,202 (+)
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SRS104636_a1_ct30060: 39,959-47,218 (+)
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MGV-GENOME-0285629: 35,351-42,385 (+)
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uvig_396124:39,638-44,649 (+)
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IMGVR_UViG_3300045988_066789|3300045988|Ga0495776_029990:40,995-47,513 (+)
DNA methyltransferase (CDS_0049)
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uvig_375259:29,612-36,369 (+)

67 70
o S— ", T—— R T S o U O\ B

MGV-GENOME-0298046:39,771-46,113 (+)
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MTase_lI_00015 Type (CDS_0066)
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IMGVR_UViG_3300030303_000007|3300030303|Ga0238516_10005: 40,033-46,071 (+)
MTase_l1_00015 Type (CDS_0061)
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IMGVR_UViG_3300007111_000251|3300007111|Ga0102634_100226[18882-62160:37,283-43,278 (+)
MTase_lI_00015 Type (CDS_0061)
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IMGVR_UViG_3300045988_019612|3300045988|Ga0495776_135661:35,605-42,795 (+)
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MGV-GENOME-0241074: 28,208-35,382 (+)
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,616-45,049 (+)
terminase large subunit (CDS_0002)
68 73 terminase large subunit (CDS_0001)

uvig_115451:39,257-46,293 (+); 1-2,257 (+)

IMGVR_UViG_3300045988_027622|3300045988|Ga0495776_098748:41,433-46,285 (+)
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47 48 MTase_|I_00015 Type (CDS_0049)
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replication terminator (CDS_0058)
MTase_l1_00048 Type (CDS_O(EZ)
Holliday junction resolvase (CDS_0054)
55 57 59 62 63 DNA methyltransferase (CDS_0068)

uvig_376823:38,111-45,957 (+)
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MGV-GENOME-0261779:31,985-37,101 (+)

DNA methyltransferase (CDS_0055) 60 61

IMGVR_UViG_3300045988_015288|3300045988|Ga0495776_136174:37,809-45,125 (+)

53 54 59 60
e gy e S B E— R B R R R R
MGV-GENOME-0293330: 35,499-43,363 (+)
50 52 56 57
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uvig_151008:38,341-45,423 (+)

MGV-GENOME-0286958: 34,734-41,883 (+)
MTase_lI_00048 Type (CDS_0057) 62
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ig_ : 38, ,100 (+)

IMGVR_UViG_3300029786_000077|3300029786|Ga0243817_1000618: 37,570-45,088 (+)
59

IMGVR_UViG_3300045988_063581|3300045988|Ga0495776_136393:38,065-45,221 (+)
59 60
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IMGVR_UViG_3300045988_106249|3300045988|Ga0495776_093186:35,571-43,196 (+)
62 63
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IMGVR_UViG_3300045988_024452|3300045988|Ga0495776_132460: 37,231-44,348 (+)
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MGV-GENOME-0267661:33,950-39,836 (+)
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IMGVR_UViG_3300045988 075773|3300045988|Ga0495776_117620:40,628-46,617 (+)
3000 nt {
DNA, RNA and nucleotide metabolism connector head and packaging other transcription regulation unknown function defence (PADLOC)
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