Control_protein_00002 control (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0035)

holln (CDS_0030) DNA binding protein (CDS_0040)

endolysin (CDS_0032) tRNA-Ala(GGC) DNA polymerase exonuclease subunit (CDS_0047)
|31 33 transposase (CDS 0036) 37 38 39 T 4142 43 44 45 46 48
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IMGVR_UViG_3300045988_024697|3300045988|Ga0495776_069067: 23,201-34,973 (+)
33 3738 39
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MGV-GENOME-0299906:23,211-32,072 (+)

31 DNA binding protein (CDS_0037)38 39
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DNA binding protein (CDS_0038)
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uvig_376456:23,880-32,350 (+)

DNA binding proTtein (CDS_0040)
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N S
uvig 115451:23, 660 31 624( )
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0039)
DNA binding protein (CDS_0040)
1 38 | T a4
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IMGVR_UViG_3300029584_000327|3300029584|Ga0245112_100456]12890-62029: 23,600-33,990 (+
DNA binding protein (CDS_0038)
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IMGVR_UViG_3300045988 063533|3300045988|Ga0495776_136492:23,284-31,985 (+)

DNA binding protein (CDS_0026)
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uvwg 305870:13,411- 21 263(+)
DNA binding protein (CDS_0038)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0045)
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MGV-GENOME-0260826: 23,988-33,494 (+)
DNA binding protein (CDS_0038)
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IMGVR UVIG_: 3300029786 OOOO77|3300029786\Ga0243817 1000618: 23;: 450 31,498 (+)
DNA binding protein (CDS_0042)
ABC transporter (CDS_0040)
3839 | 41 | 43

T — ————
uvig_449785:23,450-33,249 (+)

DNA binding protein (CDS_0040)
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IMGVR_UViG_3300045988_083372|3300045988|Ga0495776_136226:23,663-33,042 (+)

DNA binding protein (CDS_0038)
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IMGVR_UViG_3300045988_024452|3300045988|Ga0495776_132460:23,663-32,483 (+)
DNA binding protein (CDS_0037)
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IMGVR_UViIG_3300045988_072663|3300045988|Ga0495776_054198:22,820-31,258 (+)
DNA binding protein (CDS_0037)
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IMGVR_UViG_3300045988 063581|3300045988|Ga0495776_136393:23,426-31,986 (+)
DNA binding protein (CDS_0038)

T 39 RM_Type_II_Type_ll_MTases_FAM_4 (CDS_0044)
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IMGVR_UViG_3300014570_000006|3300014570|Ga0134400_1000146: 23,865-32,478 (+)
DNA binding protein (CDS_0038)
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MGV-GENOME-0260924: 22,743-30,519 (+)
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IMGVR_UViG_3300008728_000096|3300008728|Ga0115675_100522:23,193-33,707 (+)

DNA binding protein (CDS_0039)
34 38 |40

uvig_151008: 23,648-32,741 (+)
DNA binding protein (CDS_0039)
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IMGVR_UViG_3300039336_000039|3300039336|Ga0169848_00359: 23,859-31,888 (+)
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uvig_49101_:23,423-31 647( )

DNA binding protein (CDS_0038)
SspD_00001 SspD (CDS_0039)
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MGV-GENOME-0296476:23,168-31,877 (+)

DNA binding protein (CDS_0037)
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IMGVR_UViG_3300045988_075773|3300045988|Ga0495776_117620: 23,640-32,283 (+)
DNA binding protein (CDS_0039)40 41 42

uvig_568873:23,595-32,324 (+)
DNA binding protein (CDS_0039)
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uvig 398827:24,678-33,308 (+)
DNA binding protein (CDS_0037)38 39 40
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IMGVR_UViG_3300030303_000007|3300030303|Ga0238516_10005: 23,435-32,162 (+)
DNA binding protein (CDS_0038)39 40 41
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uvig 169584:23,646-32,462 (+)
DNA binding protein (CDS_0038)
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MGV-GENOME-0289729:23,204-31,941 (+)

DNA binding protein (CDS_0037)
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MGV-GENOME-0300637:23,461-32,450 (+)
DNA binding protein (CDS_0038)
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uvwg 309954 23, 462 32, 599(+)
DNA binding protein (CDS 0037)
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uvig_527785:23,207-31,860 (+)
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MGV GENOME- 0298937 23 623-32,481 (+)
DNA binding protein (CDS_0038)
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IMGVR_UViG_3300029688_000067|3300029688|Ga0245223_100445:23,489-33,014 (+)

DNA binding protein (CDS_0038)
39 40

uvig_274423:23,452-34,555 (+)
DNA binding protein (CDS_0037)
T 38 42 43
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IMGVR _UViG_3300045988_058054|3300045988|Ga0495776_098483:23,462-31,938 (+)
DNA binding protein (CDS_0036)
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IMGVR_UViG_3300029341_000327|330002934 1|Ga0243736_1000102|31396-74520: 22,798-29,639 (+)
38 39 44 45
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IMGVR_UViG_2537561731_000005|2537561731|2537587917|15828-62405:23,916-33,624 (+)
ABCF_producer-NCBIFAM TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (CDS_0044)

phosphofructokinase (CDS_0036) ATPase (CDS_0040) DNA binding protein (CDS_0045)
DNA polymerase (CDS_0037) 38 39 41 42 43 | 46 47
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uvig_539024:22,803-43,417 (+)
RM_Type_ll_Type_|l_MTases FAM_1 (CDS_0044)
DNA binding protein (CDS_0038) Mu Gam-like ‘end protection (CDS_0045)
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IMGVR_UViG_3300045988_049430|3300045988|Ga0495776_137937:23,600-33,152 (+)

DNA binding protein (CDS_0038)
37 RM_Type_Il_Type_ll_MTases_FAM_1 (CDS_0043)

IMGVR_UViG_3300029856_000133|3300029856|Ga0245296_100541: 23,609-33,125 (+)
transposase (CDS_0036)
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MGV-GENOME-0286958:22,956-30,362 (+)

DNA binding protein (CDS_0038)39 40 45 Mu Gam-like end protection (CDS_0046)

MGV-GENOME-0293330: 23,646-31,895 (+)
DNA binding protein (CDS_0037)
endolysin (CDS_0032)
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uvig_281283:23,152-33,199 (+)
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IMGVR_UViG_3300005469_000588|3300005469|Ga0073907_1000091|78748-124868:22,814-32,548 (+)
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IMGVR _UViG_3300027374_000480|3300027374|Ga0209694_1000158|78755-124875:22,814-32,548 (+)

DNA binding protein (CDS_0034)
33 [3536

MGV-GENOME-0251409:18,351-26,672 (+)
8000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)
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defence (PADLOC) AMR (AMRFinderPlus) tRNA
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