
IMGVR_UViG_3300045988_046331|3300045988|Ga0495776_136275: 28,756-36,838 (+)

40 41 42 43 44
MTase_II_00173 Type (CDS_0045)

Mu Gam-like end protection (CDS_0046)

47

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0048)

replication initiation protein (CDS_0049)
DnaC-like helicase loader (CDS_0050)

Mom-like DNA modification protein

MGV-GENOME-0297950: 28,939-37,021 (+)

41 MTase_II_00173 Type (CDS_0046)

IMGVR_UViG_3300045988_063581|3300045988|Ga0495776_136393: 29,292-37,050 (+)

45

MGV-GENOME-0256789: 19,788-27,540 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0033)

MGV-GENOME-0253642: 19,057-27,005 (+)

28 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0032)

MGV-GENOME-0276117: 24,897-31,842 (+)

40

IMGVR_UViG_3300014540_000063|3300014540|Ga0134446_100174: 29,756-37,514 (+)

48

MGV-GENOME-0276903: 23,771-32,524 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036) 39
Mom-like DNA modification protein (CDS_0042)

43

uvig_519060: 3,229-10,342 (+)

MTase_II_00173 Type (CDS_0012) 15

MGV-GENOME-0296476: 28,917-36,403 (+)

40 46 47

uvig_561516: 7,914-16,447 (-)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0019)2021RM_Type_II__Type_II_MTases_FAM_2 (CDS_0024)

uvig_552223: 2,063-10,596 (+)

12 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0013)

uvig_467353: 1,252-8,103 (+)

DNA methyltransferase (CDS_0009)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0010)

uvig_502861: 5,578-12,431 (+)

DNA methyltransferase (CDS_0013)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0014)

MGV-GENOME-0183488: 10,077-16,926 (+)

25

uvig_47258: 8,395-15,244 (-)

DNA methyltransferase (CDS_0022)

uvig_411604: 6,206-14,740 (+)

17

MGV-GENOME-0238340: 19,287-26,997 (+)

transposase (CDS_0035)

ivig_2973: 26,764-36,760 (+)

retron_type_VI_hth_cluster2_1 (CDS_0036)

transposase (CDS_0037)
DNA binding protein (CDS_0038)

39 44 45 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

IMGVR_UViG_2537561731_000005|2537561731|2537587917|15828-62405: 26,764-37,249 (+)

38 44 45 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

uvig_415575: 6,303-14,586 (+)

DNA binding protein (CDS_0006)
SspD_00001 SspD (CDS_0008) RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

uvig_500252: 1,200-9,422 (+)

3 4 5 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0009)

uvig_444281_: 9,217-16,306 (-)

2223

SAMN06164614_a1_ct1702: 31,183-38,014 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050) 53 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0054)

MGV-GENOME-0309614: 31,377-38,205 (+)

50 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0051)

uvig_338294: 29,351-36,587 (+)

47 48 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0049)

uvig_263684: 19,937-29,772 (+)

25
DNA binding protein (CDS_0026)

28 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0033) 34

uvig_514907: 27,823-37,362 (+)

42 46 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050)

IMGVR_UViG_3300029619_000009|3300029619|Ga0245131_1000748: 29,494-36,307 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046) RM_Type_II__Type_II_MTases_FAM_1 (CDS_0049)

IMGVR_UViG_3300045988_010580|3300045988|Ga0495776_053910: 25,584-33,815 (+)

38
endolysin (CDS_0039)

40 41 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

MGV-GENOME-4422653: 26,115-34,209 (+)

44

MGV-GENOME-0260826: 26,960-36,199 (+)

39 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

uvig_396124: 26,248-34,145 (+)

45

uvig_449785: 30,108-36,057 (+)

48 DNA methyltransferase (CDS_0052)

IMGVR_UViG_3300029786_000077|3300029786|Ga0243817_1000618: 26,136-34,306 (+)

44

IMGVR_UViG_3300014570_000006|3300014570|Ga0134400_1000146: 26,772-35,375 (+)

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0044)

IMGVR_UViG_3300007111_000251|3300007111|Ga0102634_100226|18882-62160: 23,207-31,220 (+)

holin (CDS_0030) 38

MGV-GENOME-0303800: 28,041-36,235 (+)

44 45 49 50

uvig_274423: 26,438-36,564 (+)

39 43 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

IMGVR_UViG_3300005469_000588|3300005469|Ga0073907_1000091|78748-124868: 25,938-36,025 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)

IMGVR_UViG_3300027374_000480|3300027374|Ga0209694_1000158|78755-124875: 25,938-36,025 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)

uvig_469787: 1-5,888 (+)

terminase large subunit (CDS_0001)
head-tail adaptor (CDS_0002)

portal protein (CDS_0003)

MGV-GENOME-0183118: 13,517-20,799 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0026)
Holliday junction resolvase (CDS_0030)

MTase_II_00072 Type (CDS_0031)
32 33

4000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


