
MGV-GENOME-0248629: 25,100-35,882 (+)

replication initiation protein (CDS_0039)
40 41 42 43 44 45 46 47 48 49 50

HNH endonuclease (CDS_0051)
52

IMGVR_UViG_3300045988_084499|3300045988|Ga0495776_014291: 25,100-35,882 (+)

45 46

MGV-GENOME-0249166: 24,788-34,122 (+)

45 46 47 49 53

uvig_63002: 24,781-35,816 (+)

44 45 47 48 50

SAMN11893765_a1_ct210: 24,899-36,193 (+)

44 46 47 52

IMGVR_UViG_3300045988_068510|3300045988|Ga0495776_165399: 29,088-39,813 (+)

55 56

MGV-GENOME-0253662: 24,727-36,827 (+)

MTase_II_00030 Type (CDS_0043) 47 48 51

MGV-GENOME-0233799: 23,876-33,950 (+)

47 48

uvig_406690: 35,433-37,798 (+); 1-8,827 (+)

4 5 6

uvig_566159: 26,509-37,505 (+)

44 45 47 48 49 50 51 52 terminase small subunit (CDS_0056)

uvig_564622: 24,355-36,154 (+)

transcriptional regulator
37 DnaB-like replicative helicase (CDS_0039) 44 45 48

MGV-GENOME-0245856: 24,853-36,075 (+); 1-1,800 (+)

146 47 48 49 50 52 56

uvig_188436: 24,798-36,044 (+)

45 46 47 48 49 51 52

5000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC)


