
uvig_154179: 16,591-24,982 (+)

23 24 25 tRNA-Lys(TTT) 26
superinfection exclusion (CDS_0027)

28 29

retron_type_VI_hth_cluster2_1 (CDS_0030)

31

transcriptional regulator (CDS_0032)

33
replication initiation protein (CDS_0034)

35 36

IMGVR_UViG_3300045988_084499|3300045988|Ga0495776_014291: 18,669-28,283 (+)

33 36 38 42

uvig_564622: 18,818-27,567 (+)

30 35 DnaB-like replicative helicase (CDS_0039)

IMGVR_UViG_3300045988_083533|3300045988|Ga0495776_127501: 18,684-26,921 (+)

33 36 37 39

MGV-GENOME-0249166: 19,130-27,222 (+)

29 superinfection exclusion (CDS_0030) 35 37

IMGVR_UViG_3300045988_081623|3300045988|Ga0495776_003533: 16,624-25,928 (+)

28 31 33 DNA methyltransferase (CDS_0037)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC) tRNA


