trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0026)
transcription antiterminator (CDS_0034)
terminase small subunit (CDS_0033)

amidase (CDS_0023) Sigma L (VF0855) (CDS_0029)
16 17  taillength tape measure protein (CDS_0018) 19 20 21 22 24 25 27 28 30 31 32 35
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uvig_143584:9,463-24,505 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0026)
amidase (CDS_0023)
21 22 24 25

SAMEA2737676_a1_ct85998_vs1:9,463-22,641 (+)
21

—
OTU_5952:9,784-19,110 (+)

transposase (CDS_0022) Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) capH (CDS_0024) transcription antiterminator
19 20 | 23 T 25 27 28 29 30 |
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MGV-GENOME-0190489:9,107-25,174 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0026)
amidase (CDS_0021) capH (CDS_0024)
19 20 22 23 25 27 28
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MGV-GENOME-0189279:9,107-24,974 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)
19 20 722 24 25

uvig_172893:9,107-23,332 (+)

metal-dependent phosphohydrolase (CDS_0023)
DnaD-like helicase loader (CDS_0024)
DnaC-like helicase loader (CDS_0025)
12 13 18 19 202122 | | 26 27

MGV- GENOME 0166345:8,034-21,535 (+)
metal-dependent phosphohydrolase (CDS_0019)
replication initiation protein (CDS_0020)
DnaC-like helicase loader (CDS_0021)
18 | \ 22 23
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MGV- GENOME 0151766:7,781-19,569 (+)
metal-dependent phosphohydrolase (CDS_0022)
replication initiation protein (CDS_0024)
DnaC-like helicase loader (CDS_0025)

DNA transposition protein (CDS_0020)
11 13 17 18 transposase (CDS_0019) 21 \ 23 26 27

MGV-GENOME-0184768:7,369-24,243 (+)
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DnaC-like helicase loader (CDS_0019)
13 tail length tape measure protein (CDS_0016) 18 2021 22
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uvig_42712:7,749-19,795 (+)
19 20 21 22

MGV-GENOME-0156671:9,294-20,213 (+)
19 20 21

MGV-GENOME-0150897: 9,294-19,449 (+)
metal-dependent phosphohydrolase (CDS_0020)
replication initiation protein (CDS_0022)
DnaC-like helicase loader (CDS_0023)
21 | 24 25

19
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MGV-GENOME-0163582:8,968-21,138 (+)
DnaC-like helicase loader (CDS_0020)
19 21 22

MGV-GENOME-0154134:9,340-19,879 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

amidase (CDS_0021) DnaC-like helicase loader (CDS_0025)
19 20 22 23 \ 26 27
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MGV-GENOME-0180122: 9,123-23,525 (+)
amidase (CDS_0021)

19 20 2223 24

MGV-GENOME-0162389:9,294-20,980 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0025)
Tad2 anti-Thoeris (AP1S029) (CDS_0021)
19 2022 23 24 26 27

uvig_24125:9,250-24,334 (+)
Tad2 anti-Thoeris (AP1S029) (CDS_0021)
19 2022 23 24 25

MGV-GENOME-0185350: 9,250-22,004 (+)
6000 nt !
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail transcription regulation unknown function defence (PADLOC)
— I L]

virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




