transcriptional repressor (CDS_0070) replication initiation protein (CDS_0075)
63 HNH endonuclease (CDS_0072)
60 61 62764 65 66 67 68 69 71 73 74 76

I N B S C_ R 1 1 L
IMGVR_UViG_2657245044_000002|2657245044|2657260783|138608-198218:41,167-53,633 (+)
transcriptional repressor (CDS_0070)

HNH endonuclease (CDS_0078)

67 68 69 71 72 76 DNA methyltransferase (CDS_0077)

I N .
\MGVR UVlG 2875058436 000002|2875058436\2875058437|2244757 2304676 41,118-51, 367( )
transcriptional repressor (CDS_0069)
67 68 70

\MGVR UVIG_! 2660238303 000002|2660238303\2660289988|138423 199863 41 078-51,042 (+)

56 62
I D N N N S S S o I I I —
IMGVR_UViG_2690316349_000002|2690316349|2690379939|34519-95183:40,085-48,810 (+)
56 59 replication protein

S E— N N S E— — e — " E— —
IMGVR_UViG_2667528035 OOOOOi|2667528035\2667604636|162441 222594:40,771-48,791 (+)

66 67 68
I R . I L e e ]
\MGVR UV|G 2671180684 000002|2671180684\2671262587|1%97 -82724:46,215-54,122 (+)
59 60 62 63 64 HNH endonuclease (CDS_0065)

\MGVR UViG_2645727993 OOOOO3|2645727993\2645775035|1681854 1741164:39, 218 47,512 (+)
56 57 63

I I N —
\MGVR UVlG 2671181169 OOOOO5|2671181169\2671326179|37299 95417 40,594-48,683 (+)
4000 nt {
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