transcriptional regulator (CDS_0035) host nuclease inhibitor (CDS_0039)
36 37 38 40 41 42 43 44 45 46 47 late transcriptional activator (CDS_0048)

IMGVR_UViG_2731958037_000003|2731958037|2732038198|249-35597: 27,789-32,624 (+)
37 38

IMGVR_UVIG_2724679067_000016|2724679067|2724701420|125693-162087: 28,859-33,254 (+)
28 33 34 3

— — ]
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e e e e R e E—
IMGVR_UViG_2582580910_000012|2582580910|2582661913[89-35103: 25,936-31,755 (+)

36 37 41 late transcriptional activator

IMGVR_UViG_2579778655_000004(2579778655|2579797068|424001-459432: 26,930-31,673 (+)
host nuclease inhibitor (CDS_0036) 37

IMGVR_UVIG_2558860367_000004|2558860367|2558885787|362612-397609:27,226-31,761 (+)

host nuclease inhibitor (CDS_0044)
38

N
w
N
o

49

IMGVR_UViG_2703719348_000005|2703719348|2703782391|102941-141996: 29,814-35,355 (+)

host nuclease inhibitor (CDS_0041)
36 40 42

e e e . R R S ——
IMGVR_UVIG_2654587699_000002|2654587699|2654601100|111512-147365:27,026-32,693 (+)

Mu Gam-like end protection (CDS_0039)
host nl‘.lclease inhibitor (CDS_0040)
38

IN
ey

IMGVR_UViG_2671180440_000008|2671180440|2671229349|3566802-3602718: 27,677-32,266 (+)
Mu Gam-like end protection (CDS_0039)
host nuclease inhibitor (CDS_0040)
38 | 41

39 40 43
— — x ] —— ————1
IMGVR_UViG_2740892095_000002|2740892095|2740909563|85831-121879:27,012-32,833 (+)
36 40 41

TemPhD_cluster_61588:28,813-34,895 (+)
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HE584812.1:28,061-34,028 (+)

host nuclease inhibitor (CDS_0037) 38 39
I . N . I
NC_011611.1:27,643-34,076 (+)
host nuclease inhibitor (CDS_0038) 39 40

NC_009818.1:28,306-34,134 (+)
41 42 43

I I  —
JQ762257.1:28,533-34,161 (+)

host nuclease inhibitor (CDS_0038) 39 40

IMGVR_UVIG_2617271009_000007|2617271009]2617327122|86664-123552:28,392-34,079 (+)
2000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function




