zinc containing alcohol dehydrogenase superfamily (CDS_0041)
holin (CDS_0035) tRNA-Val(GAC) structural protein with Ig domain (CDS_0046) transcriptional regulator (CDS_0052)
integrase (CDS_0039) transcriptional repressor (CDS_0049)
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Ma_2019_SRR413693_NODE_820_length_37259 _cov_3.318541:22,652-35,696 (+)

zinc containing alcohol dehydrogenase superfamily (CDS_0025)
24 26 27! structural protein with Ig domain (CDS_0028)
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uvig_213842:16,698-28,085 (+)

cd06127 CAS-1,CAS-II,CAS-I11,CAS-IV,CAS-V,CAS-VI; (CDS_0044)

zinc containing alcohol dehydrogenase superfamily (CDS_0042)
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SAMEA2737746 b1 ct77 v53 22,698-39,187 (+)
cd06127 CAS-1,CAS-I1,CAS-1I1,CAS-1V,CAS-V,CAS-VI; (CDS_0027)
zinc containing alcohol dehydrogenase superfamily (CDS_0025) structural protein with Ig domain (CDS_0033)
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uvig_235123:16,441-34,653 (+)

zinc containing alcohol dehydrogenase superfamily (CDS_0025)
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SAMEA2737843 al ct52910_vs1:16,441-29,659 (+)

structural protein with |g domain (CDS_0025)  transcriptional repressor (CDS_0029)
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uvwg 408519 16,964-27,476 (+)
retron_type_VI_hth_cluster2_1 (CDS_0034)

T 35  structural protein with Ig domain (CDS_0036)
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uvig_409710:22,539-32,438 (+)

43 44
H N EEEEaaaa | I B § S S S . — —

uvig_143441:22,997-33,019 (+)
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IMGVR_UViG_3300029777_000278|3300029777/Ga0243715_1000183|5495-37121: 16,909-25,276 (+)
40 41

uvig 137485:23,040-31,687 (+)
zinc containing alcohol dehydrogenase superfamily (CDS_0025)
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IMGVR_UViG_3300029334_000242|3300029334|Ga0243717_1000123|12902-46398: 16,909-27,146 (+)
zinc containing alcohol dehydrogenase superfamily (CDS_0025)
24 26 27 28 29  transcriptional repressor (CDS_0030)
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uvwg 454278 16,591-28 446( )
zinc containing alcohol dehydrogenase superfamily (CDS_0027)
retron_type_VI_hth_cluster2_1 (CDS_0025)
24 T 26 28 29 retron_type_VI_hth_cluster2_1 (CDS_0033)
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IMGVR_UViG_3300014963 000296|3300014963|Ga0134523_1002153: 16,460-27,228 (+)
zinc containing alcohol dehydrogenase superfamily (CDS_0027)
retron_type_VI_hth_cluster2_1 (CDS_0025)
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uvig 380589:16,286-27,801 (+)
transcriptional repressor (CDS_0029)
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uvig_191006:16,795-27,119 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation
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unknown function defence (PADLOC) tRNA pseudogene
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