transcriptional repressor (CDS_0027)

tail fiber protein (CDS_0022) DNA transposition protein (CDS_0029)
tail fiber protein (CDS_0024) DNA transposition protein (CDS_0030)
18 19 20 21 23 25 26 28 | 31

e e N— e —
IMGVR_UViG_2770939624_000003|2770939624|2770965143|80167-114028: 15,590-26,596 (+)

23 tail fiber protein (CDS_0024) 25 transcriptional repressor (CDS_0026)

IMGVR_UViG_2506783044_000002|2506783044|2506841490|639648-673130: 15,590-26,217 (+)
DNA transposition protein (CDS_0026)
DNA transposmon protein (CDS_0027)
host nuclease inhibitor (CDS_0029)
31
23 tail fiber protein (CDS_0024) 30 32 33 34 35

e R |
IMGVR_UViG_2839726999_000003|2839726999|2839727004|80150-112750: 16,126-27,921 (+)

tail fiber protein (CDS_0025)  transcriptional repressor (CDS_0029) host nuclease inhibitor (CDS_0035)
24 26 27 28 T DNA transposition protein (CDS_0031)

e e v S N —— e . e —
IMGVR_UViG_2837305766_000003|2837305766|2837305784|16007-50528: 16,036-29,003 (+)

tail fiber protein (CDS_0025)
24 26 27 transcriptional repressor (CDS_0028)

|+
‘

IMGVR _UViG_2802429298 000001|2802429298|2802457132(778519-811929: 16,036-27,892 (+)
glutamine amidotransferase (CDS_0027)
tail fiber protein (CDS_0026)
25 \ 28 transcriptional repressor (CDS_0029)

e e e —— - e N S E—
IMGVR_UViG_2835052945_000002|2835052945|2835052947(51186-85804: 15,855-29,050 (+)

tail fiber protein (CDS_0026)
25 27 transcriptional repressor (CDS_0028)

H
‘

e R E— E—
IMGVR_UViG_2574179710_000006|2574179710|2574180074|2296-36338: 15,855-28,474 (+)

baseplate hub tail fiber assembly (CDS_0022) 23 24 25 26 27 28 transcriptional repressor (CDS_0029) 33 35 37

IMGVR_UViIG_2906505533_000002|2906505533]2906505533|1560108-1595886: 14,901-31,393 (+)
tail fiber assembly (CDS_0022) 23 24 25 transcriptional repressor (CDS_0026)

IMGVR_UViG_2869535880_000006|2869535880/2869535880|3096964-3130092: 14,901- 28 , 743 (+)
PtuB1_00025 Unknown (CDS_0027)
22 23 24 25 26 28 29 30 transcriptional repressor (CDS_0031)

|
|
é

IMGVR_UViG_2903648166_000003|2903648166|2903648167|108235-146193: 14,901-33,573 (+)
tail fiber assembly (CDS_0022) FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)
tail fiber protein (CDS_0023) 24 25 26 28  transcriptional repressor (CDS_0029) 35

i

IMGVR _UViG_2878972309 000001|2878972309|2878972309|396209-433957: 14,918-33,000 (+)
23 tail protein (CDS_0024) 25 26 transcriptional repressor (CDS_0027)

I
IMGVR_UViG_2904399447_000008|2904399447|2904399448|252921-287271:15,372-29,929 (+)
22 tail fiber protein (CDS_0023) 24 transcriptional repressor (CDS_0025) 29

B ———— ]
IMGVR_UViG_2851114255_000003|2851114255|2851114255|3170266-3202636: 14,947-27,980 (+)

tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0024) 25 26 27 31

IMGVR_UViG_3300031418 000064|3300031418|Ga0308166_1000926: 15,293-29,900 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0024) 25 26

———— I —— G R R E—
IMGVR_UViG_3300031419_000523|3300031419|Ga0308167_1000483|9876-43446:15,293-29,197 (+)
tail fiber assembly (CDS_0022) HitABC (VF0268) (CDS_0026)

tail fiber protein (CDS_0023) 24 25 27

!{
|
[

IMGVR_UViG_3300025711_000269|3300025711|Ga0207696_1000001]184626-219860: 15,105-30,859 (+)

transcriptional repressor (CDS_0028)

tail fiber assembly (CDS_0022) Vibriobactin receptor ViuA (VF0640) (CDS_O(fé) late transcriptional activator (CDS_0037)
tail fiber protein (CDS_0023) 24 25 transcriptional repressor (CDS_0027)29 DNA transposition protein (CDS_0030)

IMGVR _UViG_2922103611 000005|2922103611]2922103613|561643-598243: 14, 918 32,597 (+)
transcriptional repressor (CDS_0026)
transcriptional repressorTCDS_OOZS)
22 23 24 \ 27 DNA transposition protein (CDS_0028)

E#

IMGVR _UViG_2903563664 000003|2903563664|2903563807(15887-49181: 14,915-29,457 (+)
Michele_1A_hits_grouped (CDS_0025)
22 tail fiber protein (CDS_0023) 24 26 DNA transposition protein (CDS_0027)

l
I
|

IMGVR _UViG 2924599940 _000002|2924599940|2924599940(543755-577230: 14,915-29,642 (+)
7000 nt {
integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
L]

tRNA
—




