
IMGVR_UViG_2778261013_000004|2778261013|2778270440|475921-517174: 18,047-25,943 (+)

holin
ferredoxin (CDS_0019)

PDC-S19_WP_106843225.1 (CDS_0020)
21 22 23 24 25

anti-SOS response (APIS132) (CDS_0026)

capH (CDS_0027) 28 29
transcriptional regulator (CDS_0030)

PDC-M69A_WP_216276383.1 (CDS_0031)

32 33

TemPhD_cluster_41273: 17,599-26,094 (+)

17 holin (CDS_0018) 21 25

IMGVR_UViG_2526164705_000001|2526164705|2526185297|1244272-1287002: 18,521-26,832 (+)

26 27 28

TemPhD_cluster_29845: 17,487-25,294 (+)

holin (CDS_0018) 24 28

TemPhD_cluster_35910_: 17,609-25,640 (+)

25 28

IMGVR_UViG_2874787068_000001|2874787068|2874787068|1252839-1296639: 17,599-25,244 (+)

25

IMGVR_UViG_2896527930_000002|2896527930|2896527930|1272535-1315276: 18,609-25,853 (+)

26

IMGVR_UViG_2900779208_000002|2900779208|2900779208|1287189-1326576: 18,253-25,098 (+)

20 25

TemPhD_cluster_61247: 17,607-25,222 (+)

25

TemPhD_cluster_60681: 18,725-26,411 (+)

26 27

TemPhD_cluster_27530: 20,314-25,433 (+)

25 26 27 31

TemPhD_cluster_49072_: 23,046-28,174 (+)

29 30

IMGVR_UViG_2558860992_000001|2558860992|2558913967|478068-522583: 21,961-27,480 (+)

26 28

TemPhD_cluster_60696: 21,817-26,586 (+)

26

TemPhD_cluster_35778_: 22,022-26,983 (+)

29

TemPhD_cluster_49387: 22,301-27,024 (+)

29

TemPhD_cluster_49568: 22,088-26,570 (+)

28

TemPhD_cluster_41900: 22,312-27,021 (+)

28

TemPhD_cluster_50092: 21,024-25,507 (+)

26

TemPhD_cluster_40903: 22,002-30,014 (+)

28 31 32 37 RM_Type_II__Type_II_REase23 (CDS_0038)

IMGVR_UViG_2718217720_000001|2718217720|2718227829|826088-870014: 22,766-28,207 (+)

28

TemPhD_cluster_32117: 17,497-26,167 (+)

25 26

TemPhD_cluster_41536: 18,164-26,276 (+)

22 26 27

IMGVR_UViG_2851597176_000001|2851597176|2851597176|1278008-1319444: 18,054-25,945 (+)

26 27 28

TemPhD_cluster_49052_: 18,057-26,316 (+)

20 21 PD-T4-9_C_WP_167919057.1 (CDS_0022) 27 28

TemPhD_cluster_32403: 18,080-25,666 (+)

20 21 26

TemPhD_cluster_29389: 18,174-26,663 (+)

HNH endonuclease (CDS_0021) 22 23 27

TemPhD_cluster_32105: 18,597-27,523 (+)

28 29

TemPhD_cluster_41390: 18,100-26,188 (+)

20 25 27

TemPhD_cluster_29639: 17,974-26,767 (+)

20
acetyltransferase (CDS_0021)

22 23 27 28

TemPhD_cluster_25621: 22,027-27,082 (+)

29

TemPhD_cluster_48923_: 22,844-28,616 (+)

32 33
transcriptional regulator (CDS_0034)

38

TemPhD_cluster_60673: 20,307-27,197 (+)

anti-CRISPR-Cas (AcrIIA1) (CDS_0022)

anti-CRISPR-Cas (AcrIIA2) (CDS_0023)
anti-CRISPR-Cas (AcrIIA3) (CDS_0024)

28

TemPhD_cluster_60560: 22,391-28,498 (+)

29 MADS__mad1 (CDS_0032) 33 34
transcriptional regulator (CDS_0035)

36 37

TemPhD_cluster_21747: 21,816-27,477 (+)

MADS__mad1 (CDS_0032) 33 34 transcriptional regulator (CDS_0035)

TemPhD_cluster_60842: 22,285-27,990 (+)

27 MADS__mad1 (CDS_0030) 31 32 transcriptional regulator (CDS_0033)

TemPhD_cluster_14573: 21,479-27,050 (+)

29 30 31

TemPhD_cluster_27153: 20,954-27,136 (+)

28 29
transcriptional regulator (CDS_0030)

31

TemPhD_cluster_49048_: 22,178-28,144 (+)

32 33
transcriptional regulator (CDS_0034)

35

TemPhD_cluster_60646: 22,320-28,056 (+)

31 32
transcriptional regulator (CDS_0033)

34

IMGVR_UViG_2874793360_000001|2874793360|2874793360|1273307-1318278: 23,782-31,031 (+)

31 33 36 37
transcriptional regulator (CDS_0038)

39

TemPhD_cluster_29574: 22,070-27,461 (+)

31 32

IMGVR_UViG_2879666964_000001|2879666964|2879666964|1257681-1299145: 20,221-26,475 (+)

23 28 29

TemPhD_cluster_49560: 20,228-25,505 (+)

27 28

TemPhD_cluster_48528: 20,726-27,113 (+)

25 29 30
transcriptional regulator (CDS_0031)

32

IMGVR_UViG_2744054478_000001|2744054478|2744060829|399524-441067: 20,219-26,046 (+)

27 28
transcriptional regulator (CDS_0029)

30

IMGVR_UViG_2859628279_000001|2859628279|2859628279|1241859-1286245: 20,917-28,309 (+)

30 31 transcriptional regulator (CDS_0032)

TemPhD_cluster_32172: 20,772-26,746 (+)

28 29
transcriptional regulator (CDS_0030)

31

TemPhD_cluster_60632: 21,123-27,372 (+)

28 29
transcriptional regulator (CDS_0030)

31

TemPhD_cluster_49150: 22,747-27,063 (+)

29

TemPhD_cluster_41820: 22,892-27,152 (+)

29

TemPhD_cluster_35935_: 22,301-27,444 (+)

29 32 33

TemPhD_cluster_49806: 19,928-26,362 (+)

28

IMGVR_UViG_2904298669_000001|2904298669|2904298669|1257846-1303346: 20,953-26,925 (+)

28 29 transcriptional regulator (CDS_0030)

IMGVR_UViG_2597490170_000001|2597490170|2597522376|1240074-1281861: 21,250-27,220 (+)

29 30
transcriptional regulator (CDS_0031)

34 35

TemPhD_cluster_35615_: 22,450-27,259 (+)

29 33

TemPhD_cluster_35756_: 21,947-27,374 (+)

30 31

TemPhD_cluster_41589: 20,935-26,854 (+)

25 26 30 31 transcriptional regulator (CDS_0032)

TemPhD_cluster_35758_: 22,845-29,138 (+)

34 35
transcriptional regulator (CDS_0036)

37

IMGVR_UViG_2558860272_000002|2558860272|2558868609|2901442-2951234: 28,960-33,894 (+)

45 46 47

TemPhD_cluster_60373: 23,144-28,693 (+)

30 31 32

TemPhD_cluster_12574: 18,537-26,784 (+)

anti-CRISPR-Cas (AcrIIA4) (CDS_0024) 28 29

TemPhD_cluster_32384: 17,605-26,647 (+)

25 26

IMGVR_UViG_2888636399_000001|2888636399|2888636399|1250157-1292343: 20,797-26,393 (+)

27 MADS__mad1 (CDS_0030)

TemPhD_cluster_32467: 21,335-25,959 (+)

27

TemPhD_cluster_3894: 22,561-27,009 (+)

30

IMGVR_UViG_2778261282_000002|2778261282|2778296557|3-46057: 22,705-30,454 (+)

30 31 33

IMGVR_UViG_2690315756_000001|2690315756|2690320353|985395-1027008: 21,558-26,032 (+)

27

IMGVR_UViG_2724679392_000001|2724679392|2724729610|477117-521053: 21,073-26,778 (+)

27

TemPhD_cluster_60786: 20,516-25,251 (+)

25

TemPhD_cluster_35665_: 22,519-27,432 (+)

30

IMGVR_UViG_2558860991_000001|2558860991|2558913953|1010605-1057248: 23,058-30,938 (+)

34

IMGVR_UViG_2630968538_000002|2630968538|2631002531|377742-424399: 22,009-29,541 (+)

28 29 30

IMGVR_UViG_2630968902_000002|2630968902|2631031420|1-46352: 21,490-29,229 (+)

27 28 29

IMGVR_UViG_2526164720_000001|2526164720|2526185550|1231155-1274476: 22,285-27,370 (+)

27

IMGVR_UViG_2630968617_000001|2630968617|2631009002|1215622-1260356: 21,607-27,038 (+)

26

TemPhD_cluster_36188: 22,615-27,281 (+)

30 transcriptional regulator (CDS_0035)

TemPhD_cluster_36131: 16,811-25,273 (+)

17 25

TemPhD_cluster_36446: 20,806-28,801 (+)

transcriptional repressor (CDS_0028)
anti-repressor Ant (CDS_0029)

30 34 35 37

TemPhD_cluster_42049: 20,146-25,707 (+)

transcriptional repressor (CDS_0027)
anti-repressor Ant (CDS_0028)

29

TemPhD_cluster_48796_: 21,877-27,118 (+)

28 29

TemPhD_cluster_41826: 16,460-25,586 (+)

tail protein (CDS_0017) 18 24 25

TemPhD_cluster_48948_: 16,905-25,657 (+)

21 acetyltransferase (CDS_0022)
anti-CRISPR-Cas (AcrIIA12) (CDS_0025)

26

TemPhD_cluster_40995: 20,927-27,328 (+)

anti-CRISPR-Cas (AcrIIA3) (CDS_0026) 27 28

TemPhD_cluster_36012_: 21,600-26,257 (+)

anti-CRISPR-Cas (AcrIIA4) (CDS_0026)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


